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Author Questionnaire 
1. We have marked your project as author-provided footage, meaning you film the video yourself and provide JoVE with the footage to edit. JoVE will not send the videographer. Please confirm that this is correct. 
☐ Correct 
☐ Incorrect 

 2. Microscopy: Does your protocol require the use of a dissecting or stereomicroscope for performing a complex dissection, microinjection technique, or something similar?  Enter Yes or No.  
If a dissection or stereo microscope is required for your protocol, please list all shots from the script that will be visualized using the microscope (shots are indicated with the 3-digit numbers, like 2.1.1, 2.1.2, etc.).
Click here to list microscope shots, using the shot numbers from the protocol section of the video script.

3. Software: Does the part of your protocol being filmed include step-by-step descriptions of software usage?  Enter Yes or No.
If Yes, we will need you to record using screen recording software.
We recommend using the screen capture program OBS. JoVE’s tutorial for using OBS Studio is provided at this link: https://review.jove.com/v/5848/screen-capture-instructions-for-authors?status=a7854k

As these files are necessary for finalizing your script, please upload all screen captured video files to your project page as soon as possible.

[bookmark: Text5]4. Proposed filming date: To help JoVE process and publish your video in a timely manner, please indicate the proposed date that your group will film here: MM/DD/YYYY

DO NOT use this draft script for filming. Please wait until your script is finalized to begin the filming process. 

When you are ready to submit your video files, please contact our China Location Producer, Junling Cheng.

To ensure that your script can be filmed in one day, the protocol sections are cumulatively restricted to 55 shots (shots are the 3-digit numbers like 2.1.1, 2.1.2…etc)

Current Protocol Length

Number of Steps:  20
Number of Shots:  57 (SCREEN: 6; Text on plain Background: 6)

Interviews 

Answers to these questions will become interview statements that you will deliver on camera.
· Introduction: Answer the 1st REQUIRED prompt and 1 additional question; Conclusion: Answer any 3 questions. No more than 5 interview statements will be included in the video.
· Enter the full name of the author who will deliver the statement.
· Speak naturally and avoid reading the lines.
· Limit the length of each statement to 20 words or fewer.
· Answers will be edited for length, clarity, and consistency with journal style guidelines.

Authors: Please note that the questions will not appear on screen. Please answer in stand-alone full sentence with sufficient context.

INTRODUCTION:
REQUIRED: Summarize your research focus and the main questions it aims to answer.
1.1. Enter full author name.: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.

Describe the research gap or limitation in existing methods and how this protocol addresses them.
1.2. Enter full author name: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.
Describe the research contexts or systems in which this protocol can be applied.
1.3. Enter full author name: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.

CONCLUSION:
What does this protocol allow researchers to study or measure?
1. 
1.1. 
1.2. 
1.3. 
1.4. Enter full author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.

Describe the most important consideration or challenge when performing this protocol.
1.5. Enter full author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.

Are there any additional methods or analyses that can be performed following this procedure?
1.6. Enter full author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.

How can future studies build on this work? Describe the questions or research directions that can be investigated next.
1.7. Enter full author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 20 or fewer words.














Ethics Title Card
This research has been approved by the Biology Ethics Committee at Shihezi University
Authors: Please confirm the official name of the ethics committee and whether “Biology Ethics Committee at Shihezi University” is correct. Or mention a more appropriate committee name, like the Animal Ethics Committee or the Institutional Animal Care and Use Committee

Protocol  	Comment by Paromita  Sarbadhikary: Dear Authors,
Please carefully review the entire script and the corresponding SCOPE and SCREEN shots to ensure that they accurately reflect your manuscript and that the intended meaning has been preserved throughout. Kindly provide any necessary corrections or clarifications.
[bookmark: _Hlk188263998]Please review this section to make sure that it accurately describes your protocol. Use Track Changes when making edits or revisions.
· The two-digit steps (e.g., 2.1., 2.2.) are the narration.  JoVE is responsible for the narration of the protocol and results.
· Red italics are pronunciation guides indicating how the word will be spoken. 
· Filming should take no more than 10 minutes per step. If a step takes more than 10 minutes, prepare the product for that step in advance.
· The three-digit shots (e.g., 2.1.1., 2.2.2.) are the actions that you/your videographer will capture. 

2. Zygote Denudation and Electroporation Preparation	Comment by Paromita  Sarbadhikary: Authors: Please confirm which steps in the script will be captured as microscope footage and which will be displayed on the computer or instrument screen during filming.
Demonstrator: Click here to enter name of demonstrator(s)

If the same person is the demonstrator throughout, mention them once here and remove the "Demonstrator" field from the other sections; if the demonstrator changes, retain the field in the respective sections.

2.1. To begin, arrange the prewarmed IVC medium, pipette, and inseminated cumulus (KYOO-myuh-luhs) –oocyte complexes at the microscope workstation [1-TXT]. After 8 hours of co-incubation, transfer the inseminated cumulus –oocyte complexes into 3.5 milliliters of prewarmed IVC medium [2]. 
Authors: Please specify the type and size of the culture vessel, as well as the medium.
Authors: Please provide the full form of IVC medium.
2.1.1. WIDE: Talent arranging the prewarmed IVC medium, pipette, and inseminated cumulus–oocyte complexes at the microscope workstation. TXT: See text protocol for inseminated cumulus–oocyte complex preparation
Authors: Please confirm whether the video can begin with this establishing shot.
2.1.2. CU: Talent transferring the inseminated cumulus–oocyte complexes into the prewarmed IVC medium.

2.2. Using a 200-microliter pipette, repeatedly aspirate and expel the complexes to remove adherent cumulus cells and excess sperm until the zygotes are fully denuded [1]. Then, transfer the presumptive zygotes into a 35-millimeter dish containing electroporation buffer pre-equilibrated to 38.5 degrees Celsius [2]. To prevent thermal shock, place the dish on a transparent heating stage set to 38 degrees Celsius for immediate electroporation [3].

2.2.1. SCOPE: Talent repeatedly aspirating and expelling the complexes using a 200-microliter pipette to remove adherent cumulus cells and excess sperm.
Authors: Please confirm whether these steps will be performed and filmed under the microscope. or shown on the computer screen. 
2.2.2. SCOPE: Talent transferring the presumptive zygotes into a 35-millimeter dish containing pre-equilibrated electroporation buffer.
Authors: Please confirm whether this step will be performed and filmed under the microscope or shown on the computer screen. 
2.2.3. CU: Talent placing the dish on the transparent heating stage until electroporation.

3. Adenine Base Editor Ribonucleoprotein Assembly
Demonstrator: Click here to enter name of demonstrator(s)

3.1. Immediately before use, prepare the ribonucleoprotein electroporation mixture in an RNase-free 0.2-milliliter microcentrifuge tube [1] by combining room-temperature electroporation buffer, single-guide RNA, and adenine base editor protein [2]. Then, gently mix by pipetting up and down five times without vortexing [3].
3.1.1. CU: Talent mixing the components in an RNase-free microcentrifuge tube.
3.1.2. TEXT ON A PLAIN BACKGROUND:
RNP Electroporation Mixture:

	Component

	Stock concentration
	Volume

	Final concentration

	Electroporation buffer
	-
	35.8 µL
	-

	Single-guide RNA
	220 ng/µL

	4.0 µL

	22 ng/µL

	Adenine base editor protein
	10 mg/mL

	0.2 µL

	50 ng/µL


ABE protein: sgRNA molar ratio = 1:2.3
Authors: Please confirm whether the 1:2.3 adenine base editor protein-to-single-guide RNA molar ratio should be displayed in addition to the component volumes and concentrations.
3.1.3. CU: Talent gently mixing the solution by pipetting up and down.

3.2. Incubate the mixture on a transparent heating stage at 38 degrees Celsius for 15 to 30 minutes to allow complete ribonucleoprotein-complex formation before proceeding immediately to electroporation [1]. 
3.2.1. CU: Talent placing the ribonucleoprotein mixture on the transparent heating stage.

4. Zygote Electroporation
Demonstrator: Click here to enter name of demonstrator(s)
4.1. Turn on the electroporator [1], select the appropriate program, and configure the poring- and transfer-pulse parameters [2].
Authors: Please confirm whether all electroporation parameters will be clearly visible on the instrument display during filming. If so, the separate TEXT ON A PLAIN BACKGROUND  may be omitted.
4.1.1. CU: Talent turning on the electroporator and selecting the required program.
4.1.2. TEXT ON A PLAIN BACKGROUND:
Electroporation Parameters
	Parameter
	Poring pulse
	Transfer pulse

	Voltage
	40 V
	5 V

	Pulse length
	3.5 ms
	50 ms

	Pulse interval
	50 ms
	50 ms

	Number of pulses
	4
	5

	Decay rate
	10%
	40%

	Polarity
	+
	+/-



4.2. Wash 150 to 300 presumptive zygotes twice in fresh electroporation buffer [1]. Transfer the entire cohort into the prepared ribonucleoprotein solution [2], then mix gently [3]. Then incubate at 38 degrees Celsius for 3 minutes to allow ribonucleoprotein association [4].
Authors: Please confirm whether these steps will be presented as footage captured directly through the microscope or displayed on the microscope-connected monitor during filming.
4.2.1. SCOPE: Talent washing the presumptive zygotes twice in fresh electroporation buffer.
4.2.2. SCOPE: Talent transferring the presumptive zygotes into the prepared ribonucleoprotein solution.
4.2.3. SCOPE: Talent gently mixing the presumptive zygotes with the ribonucleoprotein solution.
4.2.4. Talent placing the ribonucleoprotein solution on the 38-degree-Celsius heating stage.
Authors: Please confirm whether the 3-minute incubation at 38 degrees Celsius is performed on the transparent heating stage.

4.3. Using a micropipette, aspirate a 4.9-microliter aliquot of the ribonucleoprotein mixture containing 30 to 50 zygotes [1]. Slowly dispense the aliquot into the 1-millimeter gap of an electroporation cuvette, without introducing air bubbles [2]. Then allow the zygotes to settle at the bottom of the gap [3].
Authors: Please confirm whether these steps will be presented as footage captured directly through the microscope or displayed on the microscope-connected monitor during filming.
4.3.1. CU: Talent aspirating a 4.9-microliter aliquot containing 30 to 50 presumptive zygotes from the ribonucleoprotein mixture.
4.3.2. SCOPE: The aliquot being dispensed into the 1-millimeter cuvette gap without introducing air bubbles.
4.3.3. SCOPE: The presumptive zygotes settled at the bottom of the completely filled cuvette gap.

4.4. Insert the loaded cuvette into the electroporator chamber [1] and check the live resistance value [2]. Gently add or withdraw 0.1 to 0.5 microliters of electroporation buffer until the resistance stabilizes between 180 and 200 ohms [3].
4.4.1. CU: Talent inserting the loaded cuvette into the electroporator chamber.
4.4.2. CU: The electroporator display showing the live resistance value.
4.4.3. CU: Talent adjusting the electroporation-buffer volume while monitoring the resistance until it stabilizes between 180 and 200 ohms.

4.5. After the resistance stabilizes, initiate the programmed pulse sequence [1] and confirm successful energy transfer by observing fine gas bubbles on the electrode surfaces [2]. 
Authors: Please confirm whether this step will be presented as footage captured directly through the microscope or displayed on the microscope-connected monitor during filming
4.5.1. CU: Talent initiating the programmed pulse sequence on the electroporator.
4.5.2. SCOPE: Fine gas bubbles adhering to the electrode surfaces after electroporation.

4.6. Immediately after pulse delivery, place the electroporation chamber on the heating stage beneath the stereomicroscope with the electrodes connected [1]. Under microscopic observation, use a 10-microliter micropipette to aspirate the zygotes together with the surrounding electroporation solution [2]. Transfer the mixture into fresh, prewarmed electroporation buffer in a vitrification dish [3], then incubate the recovered zygotes on a heating stage at 38 degrees Celsius [4-TXT].
Authors: Please specify the duration of incubation at 38 degrees Celsius
4.6.1. Talent maintaining the electroporation chamber on the heating stage beneath the stereomicroscope.
4.6.2. SCOPE: Using a 10-microliter micropipette, aspirate the zygotes with the surrounding electroporation solution.
4.6.3. SCOPE: Talent transferring the recovered zygotes into fresh, prewarmed electroporation buffer in a vitrification dish.
Authors: Please confirm whether transferring the recovered zygotes into fresh, prewarmed electroporation buffer will be filmed through the stereomicroscope, displayed on a microscope-connected monitor, or captured as a close-up shot.
4.6.4. CU: Talent placing the vitrification dish containing the recovered zygotes on the 38-degree-Celsius heating stage. TXT: Process all 150–300 zygotes in sequential batches

4.7. Wash the recovered zygotes twice in pre-equilibrated IVC medium [1]. Transfer 80 to 100 zygotes into a four-well dish containing 500 microliters of IVC medium per well, overlaid with mineral oil [2]. Incubate the zygotes at 38.5 degrees Celsius with 5% carbon dioxide [3].
Authors: Please confirm whether 80 to 100 zygotes are transferred into each well or distributed across the entire four-well dish. Please also specify the culture duration.
4.7.1. SCOPE: Talent washing the recovered zygotes in pre-equilibrated in IVC medium.
4.7.2. SCOPE: Talent transferring the recovered zygotes into a four-well culture dish containing medium overlaid with mineral oil.
4.7.3. Talent placing the four-well dish in the incubator.

5. In Vitro Culture and Developmental Assessment
Demonstrator: Click here to enter name of demonstrator(s)

5.1. Maintain the electroporated zygotes in IVC medium at 38.5 degrees Celsius in a humidified incubator with 5% carbon dioxide for 7 days without changing the medium [1]. After approximately 36 hours of fertilization, examine and record normal two-cell embryos displaying two distinct, approximately equal-sized blastomeres [2-TXT].	Comment by Paromita  Sarbadhikary: Authors: The sequence needs clarification because the 36-hour assessment occurs during the 7-day culture period. 
Please confirm if the following will make a better procedural sequence

1.1. Culture the electroporated zygotes in in vitro culture medium at 38.5 degrees Celsius in a humidified incubator with 5% carbon dioxide [1].

1.2. At approximately 36 hours after fertilization, examine and record normal two-cell embryos displaying two distinct, approximately equal-sized blastomeres [1]. Return the embryos to the incubator and continue culture until Day 7 without changing the medium [2].

Authors: The culture conditions are described at the end of the preceding section and repeated at the beginning of this section. Please confirm whether the incubation step should be retained only in the In Vitro Culture and Developmental Assessment section to avoid repetition.
5.1.1. Talent placing the zygote culture in the humidified incubator.
5.1.2. SCOPE: Normal two-cell embryos displaying two distinct, approximately equal-sized blastomeres. TXT: Magnification: 20X

5.2. On Day 7, examine the embryos and classify the blastocysts as Grade 1, Grade 2, or Grade 3 according to the specified morphological criteria [1]. Retain Grade 1 and Grade 2 blastocysts and discard Grade 3 and degenerated embryos [2]. Record the blastocyst rate relative to the number of cleaved embryos [3].
5.2.1. SCOPE: Representative Grade 1, Grade 2, and Grade 3 blastocysts being examined.
Authors: Please point out representative Grade 1, Grade 2, Grade 3, and degenerated embryos during filming.

Video Editor: Label with arrows the representative Grade 1, Grade 2, and Grade 3 blastocysts
5.2.2. TEXT ON A PLAIN BACKGROUND:
Blastocyst Classification
	Grade
	Classification
	Morphological characteristics

	Grade 1

	Excellent

	Expanded blastocyst with a well-defined inner cell mass

	Grade 2

	Good

	Expanded blastocyst with a less distinct inner cell mass

	Grade 3

	Fair

	Early blastocyst or blastocyst with an irregular shape


5.2.3. SCREEN: The blastocyst rate being calculated from the recorded embryo counts.
Authors: Please confirm whether the blastocyst rate will be calculated using a computer, recorded manually, or presented only as an equation.
6. Embryo Genotyping and Base-Editing Analysis
Demonstrator: Click here to enter name of demonstrator(s)

6.1. On Day 7, use a finely drawn Pasteur pipette to collect all blastocysts and morulae (MOR-yuh-lee) [1]. Wash the collected embryos twice in calcium- and magnesium-free Dulbecco’s PBS [2]. 
Authors: Please confirm whether all blastocysts and morulae are collected for genotyping or only the selected embryos that meet the specified morphological criteria.
6.1.1. SCOPE: Talent collecting the blastocysts and morulae using a finely drawn Pasteur pipette.
6.1.2. SCOPE: Talent washing the collected embryos twice in calcium- and magnesium-free Dulbecco’s phosphate-buffered saline.

6.2. Transfer each embryo into a separate 200-microliter PCR tube containing 3 microliters of DNA-extraction solution [1]. Lyse the embryos using the specified temperature program [2-TXT], then store the lysates at minus 20 degrees Celsius [3].
6.2.1. Talent transferring embryo into a separate PCR tube containing DNA-extraction solution.
Authors: Please confirm whether the transfer of individual embryos into PCR tubes can be filmed through the microscope or should be captured as a close-up shot.
6.2.2. CU: Talent placing the PCR tubes in the thermal cycler. TXT: Lysis: 65 °C for 15 min; 98 °C for 8 min
Videographer: Capture the lysis parameters on the thermal-cycler display.
Authors: Please confirm whether embryo lysis will be performed in a PCR thermal cycler and whether the temperature and duration settings will be clearly visible on the instrument display during filming.
6.2.3. Talent storing the embryo lysates at −20 °C.

6.3. Prepare a 25-microliter first-round PCR mixture [1-TXT] using the reaction components [2]. Load the reaction tubes into the thermal cycler [3], then initiate the amplification program [4].
Authors: Please confirm whether the PCR parameters will be clearly displayed on the thermal-cycler control panel during filming.
6.3.1. CU: Talent preparing the 25-microliter first-round PCR mixture. TXT: See text protocol for primer-sequence details
6.3.2. TEXT ON A PLAIN BACKGROUND:
First-Round PCR Mixture
	Component
	Volume

	2× Taq PCR Master Mix
	12.5 µL

	ShFecBF1 primer, 10 µM
	1.0 µL

	ShFecBR1 primer, 10 µM
	1.0 µL

	Embryo lysate
	2.0 µL

	Nuclease-free water
	8.5 µL

	Total volume
	25 µL


6.3.3. CU: Talent loading the reaction tubes into the thermal cycler.
6.3.4. TEXT ON A PLAIN BACKGROUND:
First-Round PCR Program:
	Step
	Temperature
	Time

	Initial denaturation
	95 °C
	3 min

	Denaturation (20 Cycles)
	95 °C
	30 s

	Annealing (20 Cycles)
	56 °C
	30 s

	Extension (20 Cycles)
	72 °C
	60 s

	Final extension 
	72 °C
	5 min



Authors: Please verify that the first-round PCR program is presented accurately and confirm whether all cycling parameters will be clearly visible on the thermal-cycler display during filming.

6.4. Prepare a 1-to-10 dilution of the first-round PCR product [1]. Prepare a 25-microliter second-round nested PCR mixture [2-TXT] using the reaction components [3]. Load the tubes into the thermal cycler [4] and run the amplification program as demonstrated earlier, increasing the number of amplification cycles to 35 [5].
6.4.1. CU: Talent diluting the first-round PCR product 1 to 10.
6.4.2. CU: Talent preparing the second-round nested PCR mixture. TXT: See text protocol for primer-sequence details
6.4.3. TEXT ON A PLAIN BACKGROUND:
Second-Round Nested PCR Mixture
	Component
	Volume

	2× PCR Master Mix
	12.5 µL

	ShFecBF2 primer
	1.0 µL

	ShFecBR2 primer
	1.0 µL

	Diluted first-round PCR product
	2.0 µL

	Nuclease-free water
	8.5 µL

	Total volume
	25 µL



Authors: Please specify the working concentrations of the ShFecBF2 and ShFecBR2 primers and confirm that the 1-to-10 dilution and second-round PCR reaction composition are presented accurately.
6.4.4. CU: Talent loading the second-round PCR tubes into the thermal cycler.
6.4.5. CU: Talent selecting the cycling program. 
Videographer: Capture the second-round PCR program and the 35-cycle setting on the thermal-cycler display.
Authors: Please confirm whether the second-round PCR program, including the 35-cycle setting, will be clearly visible on the thermal-cycler display during filming.

6.5. Load 5 microliters of the second-round PCR product onto a 1% weight-per-volume agarose gel containing nucleic-acid gel stain [1-TXT]. Run the gel at 100 volts for 30 minutes [2], then visualize the PCR product and confirm a single band of the expected size [3].
6.5.1. CU: Talent loading the second-round PCR product into a well of the agarose gel. TXT: Gel stain: 0.5 µg/mL
6.5.2. Talent starting the gel-electrophoresis run.
Videographer: Capture the voltage and runtime on the electrophoresis power supply display.
6.5.3. SCREEN: The gel image displaying a single PCR-product band of the expected size.
Authors: Please specify and point the expected PCR-product size and confirm whether the gel image will be displayed on the gel-imaging system during filming or screen capture will be provided later.

6.6. Submit the second-round PCR products for Sanger sequencing using the ShFecBF2 primer [1]. 
6.6.1. Talent preparing the second-round PCR products and ShFecBF2 primer for Sanger sequencing. 
Authors: Please confirm if this step needs to be shown in the video. 
Authors: If yes, how submission of the samples for Sanger sequencing should be demonstrated during filming.

7. Base-Editing Analysis
Demonstrator: Click here to enter name of demonstrator(s)

7.1. Import the resulting .ab1 (a-b- one) sequence files into EditR (edit-r) software, version 1.0.10 (one-point-zero-point-ten) [1], then align the sequences with the reference BMPR1B (B-M-P-R-one-B) sequence [2]. Quantify the nucleotide percentages at each position within the single-guide RNA target region [3]. Record the editing efficiency at adenine position 7, or A7 (A-seven), and at the A2 (A-two), A4 (A-four), A9 (A-nine), and A18 (A-eighteen) bystander sites [4].
7.1.1. SCREEN: The .ab1 sequence files being imported into EditR software.
Authors: Please create screen-capture videos of the shots labeled "SCREEN" and upload them to your project page: https://review.jove.com/account/file-uploader?src=22350143
7.1.2. SCREEN: The sequencing data being aligned with the reference BMPR1B sequence.
Authors: Please make the reference BMPR1B sequence clearly visible in the software during screen capture.
7.1.3. SCREEN: The nucleotide percentages across the single-guide RNA target region being quantified.
7.1.4. SCREEN: The editing efficiencies at A7 and the A2, A4, A9, and A18 bystander sites being recorded.



Results
Please review this section to make sure that it accurately reflects your findings.
· You/Your videographer does not have to record this section. It only includes the figures/tables from your manuscript (called LAB MEDIA). 
· Use Track Changes when making edits or revisions. Ensure the voiceover length is below 200 words. Current word count: 109.
· Please note that the video cannot include voiceover without an accompanying visual.

8. Results 	Comment by Paromita  Sarbadhikary: Please confirm that the representative results selected for the final video accurately reflect all relevant findings presented in the manuscript.

8.1. Across three independent replicates, adenine base editor ribonucleoprotein electroporation of 115 cumulus–oocyte complexes produced 85 cleaved embryos, corresponding to a pooled cleavage rate of 73.9% [1]. 16 of the cleaved embryos developed into blastocysts, yielding a blastocyst rate of 19% [2].
8.1.1. LAB MEDIA: Table 1. Video Editor: Highlight the ABE–RNP/BMPR1B (last) row, emphasizing the 115 in the total COS column, 85 in the cleaved embryos column, and 73.9% in the cleavage rate column.
8.1.2. LAB MEDIA: Table 1. Video Editor: In the ABE–RNP/BMPR1B (last) row, highlight the 16 in the blastocysts column and 19% in the blastocyst rate column. 

8.2. Analysis of 57 embryos showed that editing efficiency peaked at the intended A7 site at 57%, while the A4 and A9 bystander sites showed efficiencies of 42.4% and 42.8%, respectively [1]. A strong positive correlation was observed between A7 and A9 editing efficiencies [2]. Furthermore, 50.9% of embryos harbored edits at exactly three adenine positions, while 89.5% contained edits at three or more positions [3].
8.2.1. LAB MEDIA: Figure 9A. Video Editor: Highlight the A7 (red) bar, followed by the A4 and A9 bars.
8.2.2. LAB MEDIA: Figure 9B. Video Editor: Highlight the trendline (red) and highlight the inset box in the plot.
8.2.3. LAB MEDIA: Figure 9C. Video Editor: First, highlight the bar labeled as 3’ showing 50.9%. Then, emphasize the ‘3’-, 4’- and ‘5’-labeled bars to represent embryos edited at three or more adenines. 
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