· 72709_screenshot_1.mp4
· 3.3.1 Tracking of Indels by Decomposition software being opened. Sample name being entered in Title plot. Guide ribonucleic acid sequence being entered in Guide sequence 00:00 – 00:27
· 3.3.2 Browse being selected under Control Sample Chromatogram and Unedited control chromatogram being uploaded 00:27 – 00:35
· 3.3.3 Browse being selected under Test Sample Chromatogram. Edited test chromatogram being uploaded 00:35 – 00:41
· 3.4.1 Decomposition tab being opened. Insertion-deletion spectrum, mutation efficiency, and R-squared value being reviewed 00:41 – 00:50
· 3.5.1 Advanced settings being selected under parameters. Alignment window, decomposition window, and insertion-deletion size sliders being adjusted 00:50 – 01:15
· 72709_screenshot_2.mp4
· 3.6.1 TIDER being opened. Sample name being entered in Title plot. Guide ribonucleic acid sequence being entered in Guide sequence 00:00 – 00:23
· 3.6.2 Browse being selected under Control Sample Chromatogram. Unedited control chromatogram being uploaded 00:23 – 00:29
· 3.6.3 Browse being selected under Reference Chromatogram. Reference chromatogram carrying the desired edit being uploaded 00:29 – 00:34
· 3.6.4 Browse being selected under Test Sample Chromatogram. Edited test chromatogram being uploaded 00:34 – 00:39
· 3.7.1 Decomposition tab being opened. Insertion-deletion spectrum, mutation efficiency, homology-directed repair efficiency, and coefficient of determination value being reviewed 00:39 – 00:47
· 3.8.1 Advanced settings being selected. Alignment window, decomposition window, distance upstream from the break site, and insertion-deletion size sliders being adjusted 00:47 – 01:37	Comment by Carson Stoker: This interval includes adjusting the sliders, waiting for the site to load the calculation, and then reviewing the updated data. Waiting for the site to load (01:18-01:30) is not necessary to show in the video. 
· 72709_screenshot_3.mp4
· 5.3.1 Sequencing results being reviewed to identify wild-type, knockout, and knock-in colonies 00:00 – 00:06
· 72709_screenshot_4.mp4
· 5.3.2 Editing-analysis results being reviewed for homology-directed repair rates, insertion-deletion spectra, and validation of correctly edited colonies 00:00 – 00:07


