70344_Screenshot Summary:
· 70344_screenshot_1.mp4
4.1.1 (Show the MACSQuant software interface with the barcode acquisition setup window open) 00:00-00:03 
· 70344_screenshot_2.mp4
4.2.1 (Show the cursor clicking MACSPlex Filter Plate from the sample rack menu) 00:00-00:10
· 70344_screenshot_3.mp4
4.2.2 (Show the cursor clicking the Barcode button on the toolbar to activate the code reader) 00:01-00:08
· 70344_screenshot_4.mp4
4.4.1 (Show the Autolabel tab and the MPx Cyt T-NK,h and NoLabel being assigned) 00:00-00:13
· 70344_screenshot_5.mp4
4.4.2 (Show the group positions being defined for the serial dilution standards) 00:00-00:14
· 70344_screenshot_6.mp4
4.4.3 (Show the Settings tab with Express Mode, Type: Analysis, and Mode: MACSPlex_Standard being selected) 00:00-00:18
· 70344_screenshot_7.mp4
4.5.1 (Show unknown sample positions being assigned in the software) 00:00-00:03
· 70344_screenshot_8.mp4
4.5.2 (Show optional sample grouping and entry of sample identifiers and descriptions) 00:00-00:26
· 70344_screenshot_9.mp4
4.5.3 (Shot of cursor selecting Express Mode, Type: Analysis, and Mode: MACSPlex_Sample) 00:00-00:13
· 70344_screenshot_10.mp4
4.6.1 (Show the Experiment table with the rack definitions displayed) 00:00-00:17
· 70344_screenshot_11.mp4
4.7.2 (Show the flow cytometer software interface with the Express Mode template selected for automated gating and analysis) 00:02-00:18
· 70344_screenshot_12.mp4
4.8.1 (Show FSC or MQD data files being uploaded into the web-based InspectoR tool) 00:00-00:36
· 70344_screenshot_13.mp4
4.9.1 (Display a FITC versus PE scatter plot showing distinct separation of the 12 capture bead populations) 00:00-00:17
4.10.1 (Show the software applying the standard curve to calculate cytokine concentrations) 00:17-00:20
· 70344_screenshot_14.mp4
4.10.2 (Show the analyzed cytokine data being exported and displayed as graphical results) 00:02-00:025
