68553_interview_1.mp4
· [bookmark: OLE_LINK8][bookmark: OLE_LINK9]1.1 Siyi Wanggou

68553_interview_2.mp4
· 1.2 Siyi Wanggou

68553_interview_3.mp4
· 1.3 Hongwei Liu

[bookmark: OLE_LINK10][bookmark: OLE_LINK11]68553_interview_4.mp4
· 1.4 Wei Zhang

[bookmark: OLE_LINK12][bookmark: OLE_LINK13]68553_interview_5.mp4
· 1.5 Xuejun Li

68553_wide.mp4
· 2.1.1（lauching Rstudio and GitHUb on computer）
[bookmark: _GoBack]Background sound can be closed

68553_screenshot_1.mp4
· 2.1.2（install package）00:00-00:26

68553_screenshot_2.mp4
· 2.2.1 （Show the GitHub page and download the files）00:00-00:11
00:12-00:15 can be deleted

68553_screenshot_3.mp4
· 2.3.1 (load Example.cohort file) 00:00-00:02
· 2.4.1 (Display the dataframe output of Example.cohort highlighting the ID, OS.time, OS, and gene expression columns) 00:03-00:09
· 2.4.2 (Show Dataset1 being used for training and others for validation.) 00:10-00:15
· 2.5.1 (load Example.ici file) 00:16-00:18
· 2.5.2 (Display the dataframe output of Example.ici highlighting the ID, therapeutic response, and gene expression columns) 00:19-00:25
· 2.5.3 (Show training dataset being used for training and others for validation) 00:26-00:31
· 2.6.1 (load genelist and show output of gene vector) 00:32-00:35
· 3.1.1 (Show the full code input for ML.Dev.Prog.Sig()) 00:36-09:46
00:43-09:46 is the process of running the code which can be rapidly played to reduce length of video by editor
· 3.1.2 (Show the output of ML.Dev.Prog.Sig()) 09:47-09:51
· 3.2.1 (Execute cindex_dis_all() and the resulting plot comparing C-index values across datasets.) 09:52-09:58
09:59-10:04 can be deleted
· 3.3 (Survival curve is being calculated) 10:05-10:12
· 3.4.1 (Display the AUC calculation code in the console and run code) 10:13-10:21
· 3.4.2 (Plot the AUC distributions for different models over time) 10:22-10:24
10:25-10:32 can be deleted
· 3.5.1 (ROC curve is being processed with annotated AUC scores and axis labels) 10:33-10:35
· 3.6.1 (Show code execution of ML.Dev.Pred.Category.Sig() and run) 10:36-12:36
10:41-12:36 is the process of running the code which can be rapidly played to reduce length of video by editor
· 3.7.1 (Plot AUC for each response) 12:37-12:44
· 3.8.1 (Individual ROC curves are being generated) 12:45-12:51
12:52-13:08 can be deleted
· 3.9.1 (Core genes are being identified) 13:09-44:09
13:14-44:09 is the process of running the code which can be rapidly played to reduce length of video by editor
· 3.10.1 (The rank of gene frequency is being plotted) 44:10-44:25
