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Author Questionnaire 
1. We have marked your project as author-provided footage, meaning you film the video yourself and provide JoVE with the footage to edit. JoVE will not send the videographer. Please confirm that this is correct. 
☐ Correct 
☐ Incorrect 

 2. Microscopy: Does your protocol require the use of a dissecting or stereomicroscope for performing a complex dissection, microinjection technique, or something similar?  Enter Yes or No.  
If a dissection or stereo microscope is required for your protocol, please list all shots from the script that will be visualized using the microscope (shots are indicated with the 3-digit numbers, like 2.1.1, 2.1.2, etc.).
Click here to list microscope shots, using the shot numbers from the protocol section of the video script.

3. Software: Does the part of your protocol being filmed include step-by-step descriptions of software usage?  Enter Yes or No.
If Yes, we will need you to record using screen recording software.
We recommend using the screen capture program OBS. JoVE’s tutorial for using OBS Studio is provided at this link: https://review.jove.com/v/5848/screen-capture-instructions-for-authors?status=a7854k

As these files are necessary for finalizing your script, please upload all screen captured video files to your project page as soon as possible.

[bookmark: Text5]4. Proposed filming date: To help JoVE process and publish your video in a timely manner, please indicate the proposed date that your group will film here: MM/DD/YYYY

DO NOT use this draft script for filming. Please wait until your script is finalized to begin the filming process. 

When you are ready to submit your video files, please contact our Content Manager, Utkarsh Khare. 

To ensure that your script can be filmed in one day, the protocol sections are cumulatively restricted to 55 shots (shots are the 3-digit numbers like 2.1.1, 2.1.2…etc)

Current Protocol Length

Number of Steps:  31
Number of Shots:  42

Introduction 

Answers to these questions will become interview statements that you will deliver on camera.
· Answer the 1st REQUIRED question and at least 2 other questions (1.2 – 1.10) below. Up to 5 interview statements will be included in the video.
· Enter the full name of the author who will deliver the statement.
· If possible, each author should deliver no more than two statements.
· Answer in full sentences, in a style suitable for being spoken aloud.
· Limit the length of each statement to 30 words or fewer.
· Answers will be edited for length, clarity, and consistency with journal style guidelines.

REQUIRED: What is the scope of your research? What questions are you trying to answer? 
1.1. Enter author name.: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.

What are the most recent developments in your field of research?
1.2. Enter author name: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.
What technologies are currently used to advance research in your field?
1.3. Enter author name: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.
What are the current experimental challenges?
1.4. Enter author name: Click here to answer question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.

What significant findings have you established in your field?
1.5. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.

What research gap are you addressing with your protocol?
1.6. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.

What advantage does your protocol offer compared to other techniques?
1.7. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.
How will your findings advance research in your field?
1.8. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.
What new scientific questions have your results paved the way for?
1.9. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.
What research questions will your laboratory focus on in the future?
1.10. Enter author name: Click here if you choose this question. Please write in a style that you will be comfortable memorizing and speaking aloud. Limit length to 30 or fewer words.



Protocol  
[bookmark: _Hlk188263998]Please review this section to make sure that it accurately describes your protocol. Use Track Changes when making edits or revisions.
· The two-digit steps (e.g., 2.1., 2.2.) are the narration.  JoVE is responsible for the narration of the protocol and results.
· Red italics are pronunciation guides indicating how the word will be spoken. 
· Filming should take no more than 10 minutes per step. If a step takes more than 10 minutes, prepare the product for that step in advance.
· The three-digit shots (e.g., 2.1.1., 2.2.2.) are the actions that you/your videographer will capture. 

2. Titration Experiment Using Mer-RFP
Demonstrator: Click here to enter name of demonstrator(s)

If the same person is the demonstrator throughout, mention them once here and remove the "Demonstrator" field from the other sections; if the demonstrator changes, retain the field in the respective sections.

2.1. To begin, measure the optical density of the overnight bacterial culture at 600 nanometers using a spectrophotometer [1].  
2.1.1. WIDE: Talent placing the cuvette containing the overnight bacterial culture inside a spectrophotometer.

2.2. Centrifuge the required volume of pre-inoculum at 3500 g for 5 minutes [1]. Discard the supernatant [2] and using a pipette, resuspend the bacterial pellet in 10 milliliters of fresh M9 medium [3].  
2.2.1. Talent placing a centrifuge tube containing pre-inoculum into the centrifuge.  
2.2.2. Talent discarding the supernatant containing the old M9 medium.  
2.2.3. Talent pipetting fresh M9 medium into the tube and gently resuspending the pellet.

2.3. Using a multichannel pipette, add 195 microliters of the resuspended culture to each well of a 96-well microplate [1].  
2.3.1. Talent pipetting the culture into the wells of the microplate.

2.4. Add 5 microliters of ionic mercury solution ranging from 20 nanomolar to 20 micromolar to each well to achieve final concentrations between 1 nanomolar and 1 micromolar [1].  
2.4.1. Talent pipetting mercury solutions into the wells already containing culture.

2.5. Place the microplate into a multimode microplate reader with temperature control [1] and set the parameters as shown on screen [2].  
2.5.1. Talent placing the microplate inside the microplate reader.  
2.5.2. TEXT on PLAIN BACKGROUND:
Temperature: 37 °C
 Shaking: Constant shaking at 60 rpm
 Time interval: Read every 15 min for 16 h
 Optical density measurement: Read at 600 nm
 Fluorescence measurement: 
 Excitation at 570 nm, Emission at 615 nm

2.6. After 16 hours, collect the data from the microplate reader and save the file [1].  
2.6.1. SCREEN: To be provided by authors: The data being collected from the microplate reader and the file being saved. 
Authors: Filming a computer screen sometimes produces low-quality images. Please record the screen for the SCREEN shots directly from your computer following our guidelines and upload them along with a summary to your project page: https://review.jove.com/account/file-uploader?src=20818433 

3. Data Analysis for Mer-RFP Results
Demonstrator: Click here to enter name of demonstrator(s)


3.1. Calculate the average optical density at 600 nanometers for each time point across all replicates within each mercury concentration [1].  
3.1.1. SCREEN: To be provided by authors: Spreadsheet software or script interface calculating and displaying the averaged OD₆₀₀ values per condition.

3.2. Plot the averaged optical density at 600 nanometers against time for the culture without mercury [1] and identify the time interval with a positive growth rate [2].  
3.2.1. SCREEN: To be provided by authors: A graph being generated with OD vs. time.
3.2.2. SCREEN: To be provided by authors: Showing the time interval with a positive growth rate.

3.3. For each culture, calculate the specific growth rate at each time point by dividing the change in optical density from the previous time point by the current optical density value [1-TXT].  
3.3.1. SCREEN: To be provided by authors: Calculation of the specific growth rate being shown in the analysis software. 
TXT: 

3.4. Similarly, calculate the specific fluorescence production rate for each culture by dividing the change in fluorescence intensity from the previous time point by the current optical density value [1-TXT].  
3.4.1. SCREEN: To be provided by authors: Calculation of the specific fluorescence production rate being shown in the analysis software. 
TXT: 

3.5. Plot the specific growth rate against the specific fluorescence production rate for each culture [1].  
3.5.1. SCREEN: To be provided by authors: A graph of fluorescence rate on the x-axis and growth rate on the y-axis for multiple mercury concentrations being plotted.

3.6. Take the average slope across replicates for each mercury concentration [1] and plot the average slope values against mercury concentration [2]
3.6.1. SCREEN: To be provided by authors: The average slope across replicates for each mercury concentration being calculated.
3.6.2. SCREEN: To be provided by authors: A graph with mercury concentration on the x-axis and averaged slope values on the y-axis being plotted.

4. Titration Experiment Using Mer-Blue Biosensor
Demonstrator: Click here to enter name of demonstrator(s)

4.1. Centrifuge the overnight dense culture at 3,500 g for 10 minutes [1].  
4.1.1. Talent placing culture tubes into a centrifuge.

4.2. Discard the supernatant [1] and resuspend the bacterial pellet in fresh M9 medium, adjusting the volume until the optical density at 600 nanometers reaches 1 [2].  
4.2.1. Talent pouring off or pipetting out the supernatant medium.  
4.2.2. Talent resuspending the bacterial pellet in fresh M9 medium.

4.3. Next, add 9.5 milliliters of M9 medium and 10 microliters of 100 milligram per milliliter ampicillin stock solution to sterilized glass culture tubes [1].  
4.3.1. Talent pipetting M9 medium and ampicillin stock solution into a clean glass culture tube.

4.4. Inoculate this supplemented M9 medium with 500 microliters of the biosensor culture [1].  
4.4.1. Talent pipetting the biosensor culture and the prepared supplemented M9 medium culture to a glass tube.

4.5. Add 10 microliters of ionic mercury solution to each tube to achieve a range of final concentrations [1-TXT].  
4.5.1. Talent adding mercury solutions into the corresponding tube. TXT: Final mercury concentrations: 0, 1, 2, 5, 10, 25, 50, 100, 125, and 250 nM

4.6. Incubate the tubes at 37 degrees Celsius for 16 hours with vigorous shaking at 220 rpm [1].  
4.6.1. Talent placing the tubes into an orbital shaker inside an incubator.

5. Data Acquisition and Analysis for Mer-Blue Results
Demonstrator: Click here to enter name of demonstrator(s)

5.1. Transfer approximately 1.3 milliliters of each culture into 1.5-milliliter microtubes [1].  
5.1.1. Talent pipetting culture into a 1.5-milliliter microtube.

5.2. Centrifuge the microtubes at top speed for 3 minutes to form tight pellets [1].  
5.2.1. Talent loading microtubes into a centrifuge.

5.3. After discarding the supernatant, photograph the bottom of each microtube, focusing on the pellet [1].  
5.3.1. SCREEN: To be provided by authors: An image of the bottom of the microtube, focusing on the pellet.

5.4. Determine the color intensity values of each pellet image across the red, green, and blue or RGB (R-G-B) channels [1].  
5.4.1. SCREEN: To be provided by authors: The color intensity values of the pellet image being extracted across the RGB channels.

5.5. To determine the color intensity values of each pellet image across the red, green, and blue or RGB (R-G-B) channels, load the image on ImageJ (Image-J) [1] and navigate to Image, Type, RGB Stack to create a three-slice stack [2]. Use the selection tool to draw a region of interest around the pellet area [3] and navigate to Analyze, followed by Measure to obtain mean intensity values for the selected area in each channel [4].  
5.5.1. SCREEN: To be provided by authors: Talent loading the image on ImageJ.
5.5.2. SCREEN: To be provided by authors: Navigating to Image > Type > RGB Stack and a three-slice stack being created.
5.5.3. SCREEN: To be provided by authors: Selection of ROI around pellet.  
5.5.4. SCREEN: To be provided by authors: Selection of Analyze > Measure and display of calculated mean intensity values.

5.6. Compute the biosensor response for each sample by calculating the Euclidean distance in RGB space from a white reference pellet image of non-transformed E. coli [1-TXT].  
5.6.1. SCREEN: Calculation of the Euclidean distance in RGB space from a white reference pellet image of non-transformed E. coli. 
TXT: 

5.7. Plot these calculated Euclidean distances against the mercury concentrations [1] and fit a Hill function to the curve [2].  
5.7.1. SCREEN: To be provided by authors: Plotting Euclidean distances against the mercury concentrations.
5.7.2. SCREEN: To be provided by authors: Fitting a Hill function to the curve.

6. Procedure for Measuring Environmental Water Samples
Demonstrator: Click here to enter name of demonstrator(s)


6.1. Centrifuge the water samples at 3,500 g for 10 minutes to sediment sand and organic debris and to isolate the aqueous fraction [1].  
6.1.1. Talent centrifuging water samples.

6.2. Sterilize the clarified sample by passing it through a 0.22-micrometer syringe filter [1].  
6.2.1. Talent filtering sample by passing it through a 0.22-micrometer syringe filter.

6.3. Mix 5 milliliters of this sterile-filtered environmental sample with 4.5 milliliters of double-strength M9 medium [1].  
6.3.1. Talent mixing 5 milliliters of the sterile-filtered sample with 4.5 milliliters of double-strength M9 medium. TXT: 1:2 dilution of the sample

6.4. Inoculate the diluted sample-medium mixture with 0.5 milliliters of the prepared overnight culture [1].  
6.4.1. Talent pipetting bacterial culture into the diluted sample-medium mixture.

6.5. If using Mer-RFP biosensor, transfer 200 microliters of the mixture into a microplate well [1] and initiate measurements using a microplate reader with parameters described previously [2]. Authors: How do you want to pronounce Mer-RFP? 
6.5.1. Talent transferring the mixture into a microplate well.
6.5.2. Talent loading the microplate well into a microplate reader.

6.6. If using Mer-Blue biosensor, incubate the remaining 10 milliliters of the mixture at 37 degrees Celsius for 16 hours with vigorous shaking at 220 rpm [1]. Authors: How do you want to pronounce Mer-Blue? 
6.6.1. Talent placing the mixture in the orbital shaker and starting the run.



Results
Please review this section to make sure that it accurately reflects your findings.
· You/Your videographer does not have to record this section. It only includes the figures/tables from your manuscript (called LAB MEDIA). 
· Use Track Changes when making edits or revisions. Ensure the voiceover length is below 200 words. Current word count: 133.
· Please note that the video cannot include voiceover without an accompanying visual.

7. Results 

7.1. The Mer-RFP biosensor produced a highly linear inverse expression response to mercury bromide concentrations, with an R-squared value of 0.99 for the linear fit [1]. Authors: How do you want to pronounce Mer-RFP?
7.1.1. LAB MEDIA: Figure 7A. Video Editor: Highlight the dashed line and open circle data points (along with the vertical lines going through the circles) in the main plot (not the inset).
7.2. The inset in the Mer-RFP plot highlighted improved resolution at high mercury bromide concentrations, confirming the linearity of response even at sub-25 nanomolar levels [1].
7.2.1. LAB MEDIA: Figure 7A. Video Editor: Highlight the inset plot.
7.3. Similarly, the Mer-Blue biosensor exhibited a linear inverse Euclidean distance response to mercury bromide concentrations, with a less tight correlation than Mer-RFP, reflected by an R-squared value of 0.773 [1]. Authors: How do you want to pronounce Mer-Blue?
7.3.1. LAB MEDIA: Figure 7B. Video Editor: Highlight the dashed line and open circle data points (along with the vertical lines going through the circles) in the main plot (not the inset).
7.4. The inset in the Mer-Blue plot demonstrated variability in the response at low mercury concentrations, suggesting higher sensitivity but reduced linear predictability [1].
7.4.1. LAB MEDIA: Figure 7B. Video Editor: Highlight the inset plot.
7.5. A vertical red line marked the World Health Organization's recommended limit for mercury in drinking water on both linearized plots, indicating the point of regulatory relevance for sensor sensitivity [1].
7.5.1. LAB MEDIA: Figure 7. Video Editor: Highlight the red lines.
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