67520_Video Timestamps
67520_screenshot_1
3.3.1. SCREEN 0.00.03 : Selecting field of view with high bead density and bead clumps.
3.3.2. SCREEN 0.00.10 : Image acquisition interface showing the field of view saved at rest.
3.3.4. SCREEN 0.00.40 : Applying low vacuum stretch at negative 20 millibar.
3.3.5 SCREEN 0.01.00 : Adjusting focus in the z-plane and moving the stage in x-y to realign the imaged region.
3.3.6 SCREEN 0.01.30 : Acquire the image of the stretched beads.
3.3.7 SCREEN 0.01.35 : Go to the saved position at rest	Comment by Anabel-Lise Le Roux: These steps have been recorded in the video but could be removed if there is lack of space, and the video could be shortened accordingly or captued again if needed.
3.3.8 SCREEN 0.01.55 : Destretch beads and refocus in z. The image of the beads after detretchech can be recorded again and is expected to match the initial image taken before stretch.

3.4.1. SCREEN 0.02.10 : Acquisition at higher vacuum levels. TXT: Repeat the strain calibration steps for at least 3 different stretch rings

67520_screenshot_2
3.4.2. SCREEN 0.00.01 : Go to the folders created for the acquired images by sample.
3.4.3. SCREEN 0.00.05 : File naming convention for reference and stretched images.

3.5.2. SCREEN 0.00.30 : MATLAB workspace with "gel_strain" code being opened. TXT: https://github.com/xt-prc-lab/Le_Roux_et_al_2024_JOVE 
3.5.3. SCREEN 0.00.40 : Defining folder paths in the code and running the "gel_strain" code.

3.6.1. SCREEN 0.00.55 : Selection of "stretched_str1" for processing and Selection of "reference_str1". TXT: Verify that the results folder appears with 4 subfolders	Comment by Anabel-Lise Le Roux: The video includes all the time to run the code and calculate the matrices but this can be cut of course.
3.6.2. SCREEN 0.07.00 : Open the sub-folders containing the plots and spreadsheet of the calculated strain matrix.

67520_screenshot_3
4.4.2. SCREEN 0.00.03 : Focus a cell of interest 
4.4.3. SCREEN 0.00.20 : Microscope interface showing the recorded position of the cell at rest.
4.4.4. SCREEN 0.00.40 : Record an image of the cell at rest (before stretch application) 
4.5.1. SCREEN 0.01.10 : Show the cell moving out of the focal plane
4.5.2. SCREEN 0.01.15 : Adjusting focus in z-plane and moving in x-y directions.
4.5.3. SCREEN 0.01.30 : Image acquisition interface capturing cell under stretch.
4.5.4. SCREEN 0.01.35 : Activation of image acquisition mode before refocusing.
4.5.5. SCREEN 0.02.00 : Stretch release and immediate z-refocusing.
4.5.6. SCREEN 0.02.10 : Image capturing of released cell with manual focus adjustments.

67520_screenshot_4
4.6.1. SCREEN 0.00.05 : Fiji software with images being loaded.
4.6.2. SCREEN 0.00.45: Fiji plugin template matching interface showing cell alignment process.

