· 67336_screenshot_1.mp4
○ 2.1.2 (SnapGene software open, showing the reference genome of OsSBEIIb)00:07-00:17
· 67336_screenshot_2.mp4
○ 2.2.1 (Open the SBEIIB sequence, click tools, click align imported sequences)00:03-00:18 
(select the sequence file, and Click Open)00:23-00:28
(aligning the OsSBEIIb exon sequence of X134 with the reference Genome)00:28-00:44
· 67336_screenshot_3.mp4
○ 2.2.2 (Copy the sequence of OsSBEIIb around the exon regions)00:02-00:12
(Open NCBI, click blast, click primer-blast)00:13-00:26
(Paste sequence, Forward primer input 1,100 and reverse primer input 400,500)00:27-00:43
(Organism Select Japonica rice (taxid: 39947) and click get primers)00:44-00:59
· 67336_screenshot_4.mp4
○ 2.4.1(Open the SBEIIb exon sequence of X134 and copy the sequence)00:03-00:14
(Open target design, select 5’-TTN-3’, enter 20 at target site length, paste the sequence, and click submit)00:15-00:36
· 67336_screenshot_5.mp4
○2.4.2(Copy the sgRNA sequence)00:02-00:08
(Open Cas-SF01 and replace the sequence in the middle of BsaI with sg RNA)00:09-00:20
(Select ACAC on the 5’site, click add primer, click top strand, enter SBE-sgRNA-F in the primer name, click add primer to template)00:21-00:51
(Select GGCC on the 3’ side and repeat the previous step)00:52-01:18
