Sample Screenshot Summary:
Note the file naming format and examples of timecodes
● 66997_screenshot_1.mp4
o 3.4.1 Setting Nd laser wavelength, repetition rate to 1 kHz, and pulse energy to 1.3 to 1.4 microjoules 01:10-01:23
o 3.4.2 Focusing the laser to a 15-micrometer spot size with a monitor/screen of MALDI visible in the frame 00:54-01:09
o 3.5.2 Setting high-pressure ion funnel operation to 7.4 to 7.5 Torr 00:25-00:31
o 3.6.1 Setting radio frequency voltage to 604 kilohertz at 80 volts peak-to-peak to the high low-pressure funnel 00:32-00:54
o 3.6.2 Setting radio frequency voltage to 780 kilohertz at 191 volts peak-to-peak to the low-pressure ion funnel 00:44-00:54
o 3.7.1 Reducing the radio frequency amplitude in the low-pressure funnel to 20% and in the high-pressure funnel to 15%.00:36-00:43
o 3.8.1 Selecting the area and pixel size of 25 micrometers per pixel 00:56-01:08
● 66997_screenshot_2.mp4
o 3.9.1 Sample being scanned, and data being acquired in the m/z range of 80–900 in both negative and positive ion modes at 70000 mass resolution 00:00-00:32
o 3.10.1 Setting the ion injection time to 250 milliseconds.00:00-00:13
o 3.10.2 Shot of automatic gain control was fixed and acquiring Fourier Transform Mass Spectra in the profile mode 00:07-00:16
o 3.11.1 Using NEDC matrix peak as lock mass calibrating the mass accuracy peaks of the sample 00:07-00:21

● 66997_screenshot_3.mp4
o 3.12.1 Importing mass spectrometry spectral data into the software 00:00-01:50
o 3.12.2 Performing baseline correction using a convolution algorithm and normalizing the data using total ion count 00:16-01:45
● 66997_screenshot_4.mp4
o 3.13.1 Generating the feature list of ion images from raw data files with specified bin width of ±5ppm 00:00-01:30
● 66997_screenshot_5.mp4
o 3.14.1 Generating false color or RGB images from individual metabolite ion species 00:00-01:25
● 66997_screenshot_6.mp4
o 3.14.2 Uploading the m/z list to the Human Metabolome Database for metabolite identification 00:00-00:21




