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○	3.3.2 (Opening MS tune window, set 25 µL/min in the Infusion Flow Rate option and select C in the Reservoir option in Sample Flow Control panel) 00:00 - 00:32

●	66612_screenshot_2.MP4
○	3.4.1 (Clicking on Flow) 00:00 - 00:07
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○	3.4.2 (Click on the Positive button, switch to the positive ion mode; click on the Sensitivity button) 00:00 - 00:32
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○	3.5.1 (Opening MS Console window. Select SYNAPT XS and Intellistart) 00:00 - 00:06
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○	3.5.2 (Tick on Create Calibration, and click on the Start button) 00:00 - 00:07
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○	3.6.1 (Click on Next, select Calibration Profile in the drop-down menu, click Next, select the Sensitivity mode in Positive) 00:00 - 00:21
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○	3.6.2 (Click Next, Tune Page, Next, and Start buttons) 00:00 - 00:22
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○	3.7.1 (Switch to the MS tune window, and click the Negative button) 00:00 - 00:10
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○	3.7.2 (Open MS Console window, tick Create Calibration, click Start) 00:00 - 00:05
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○	3.8.1 (Click Next, select Calibration Profile, select the Sensitivity mode in Negative polarity. Again, click on Next, Tune Page, Next, and Start buttons) 00:00 - 00:28
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○	3.9.1 (In LockSpray Flow Control panel, set the flow rate and click on Flow) 00:00 - 00:09
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○	3.10.1 (In MS tune window, tick the LockSpray Source Setup, and click on the Start) 00:00 - 00:27
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○	3.11.1 (Open main interface, right-click on the Inlet File, liquid chromatography method opens) 00:00 - 00:10
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○	3.11.2 (Click on the Inlet button and set parameters) 00:00 - 00:15
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○	3.12.1 (click the Autosampler button and set parameters, click on Save) 00:00 - 00:12
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○	3.12.2 (right-click on the MS Method column, open the mass spectrometry method) 00:00 - 00:10
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○	3.13.1 (Under Information, set parameters. Click OK, and then Save) 00:00 - 00:19
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○	3.13.2 (fill in the sequence table, save) 00:00 - 00:08
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○	3.13.3 (Selecting sample to run, initiating the run) 00:00 - 00:15
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○	4.1.2 (Open My Work column, click on Import MassLynx Data, open a new window) 00:00 - 00:10
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○	4.2.1 (Click on plus sign, select all five raw files from the positive mode) 00:00 - 00:17
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○	4.2.2 (Enter a group name, and click on the Create UNIFI Sample Set) 00:00 - 00:23
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○	4.3.1 (Double-click on Analysis Method file, Click on Processing, Target by Mass, enter 5 ppm) 00:00 - 01:03
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○	4.4.1 (Click on Home, Adducts, select the rows of -H and +HCOO, click on the right arrow-shaped button, and then Save) 00:00 - 00:46
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○	4.4.2 (In My Work column, click Analysis, choose the imported data and method, then click on Next) 00:00 - 00:39
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○	4.5.1 (Enter filename, select the folder for storing data, and click Finish. Then, click on Process) 00:00 - 00:53
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○	4.5.2 (Copy and paste result table into a blank form) 00:00 - 00:28
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○	4.6.1 (Selecting a compound in the result table. The corresponding secondary mass spectrum appears in the lower right corner) 00:00 - 00:15
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○	4.6.2 (Click on the table-shaped button, select High Energy Fragments, table of secondary fragment ions is displayed) 00:00 - 00:14
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○	4.7.1 (Selecting secondary fragment ion in the table) 00:00 - 00:07

●	66612_screenshot_31.MP4
○	4.7.2 (Moving the cursor over the ion peak, corresponding structural fracture is displayed) 00:00 - 00:18

●	66612_screenshot_32.MP4
○	4.8.1 (Drawing fragmentation pattern in a drawing software) 00:00 - 00:19
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