video recording summary
 66564_screenshot_1.mp4
 2.1.2. (Click Tasks and select the Ligand Docking option. Select the Receptor Grid from the file and click Browse.) 00:00 - 00:17
 66564_screenshot_2.mp4
 2.2.1. (Click Desktop, open the molecular docking folder, double click on glide-grid_2FLU file, click Glide-grid_2FLU.zip file, and then click Open.) 00:00 - 00:18
 66564_screenshot_3.mp4
 2.3.1. (Click on Use Ligands From Files  Browse  Desktop) 00:00 - 00:09
 2.3.2. (Select the molecular docking folder, click on the ligprep_1 file  Ligprep_1-out.maegz file, and then click Open) 00:10 - 00:18
 66564_screenshot_4.mp4
 2.4.1. (Click Settings and select Precision as XP (extra precision) option, change the job name to glide-dock_XP_2FLU, and click Run) 00:00 - 00:29
 66564_screenshot_5.mp4
 2.5.1. (Click File  Import Structures  Desktop  the Molecular Docking folder) 00:00 - 00:10
 2.5.2. (Select the glide-dock_XP_2FLU file, click the glide-dock_XP_1_pv.maegz file and then click Open) 00:11 - 00:20
 66564_screenshot_6.mp4
 2.6.1. (Click on the dot to select ligand in the workspace, and select sitemap_1_protein. Click on Table and slide to the far right to view the docking score) 00:00 - 00:25
 66564_screenshot_7.mp4
 2.7.1. (Double click on the dot to select ligand in the workspace, select sitemap_1_protein. Click Ligand Interaction  View, check the LID legend box.) 00:00 - 00:18
 66564_screenshot_8.mp4
 2.8.1. (Click File  Save Screenshot, input 6000 at the width, uncheck the Transparent Background box. Click OK  Desktop, save the screenshot as 2D-xanthatin-2FLU) 00:00 - 00:24
 66564_screenshot_9.mp4
 4.13.1. (Open the gel imaging system, click on Samples, check calibration, then click on Marker, check calibration) 00:00 - 01:25
 66564_screenshot_10.mp4
 4.14.3. (Click on Exposure, and set the exposure time to 1 s) 00:00 - 00:10
 66564_screenshot_11.mp4
 4.15.1. (Click Save, name the image, and save it as a .tif file, check the optical density) 00:00 - 00:18

