1. 66534_Screenshot_1
· 2.2.3 – ‘Hydrate’ button on the Octet software page is clicked [0.00.04 – 0.00.10]

2. 66534_Screenshot 2 
· 2.2.4 – Software interface shows run settings for Baseline, Association and Dissociation [0.00.05 – 0.00.21]
3. 66534_Screenshot_3 
· 2.3.1 – The Run button being clicked on the software. [0.00.05 – 0.00.09]
4. 66534_Screenshot 4 
· 2.4.3 – The blue curve shows the baseline for the biosensor before loading. [0.00.05-0.00.35]
5. 66534_Screenshot 5 
· 2.5.3 – The blue curve for association step on the BLI software interface being monitored. [0.00.19-0.00.49]
6. 66534_Screenshot 6 
· 2.6.3 – The blue curve for the dissociation step on the BLI software interface being monitored. [0.00.11-0.00.41]
7. 66534_Screenshot 7 
· 2.7.3 - The maroon curve for the initial baseline for the biosensor before the bait is loaded is monitored on the BLI software. [0.00.10-0.00.36]
8. 66534_Screenshot 8 
· 2.8.3 – The start of maroon curve for the bait loading during the association step for the BLI software being monitored. [0.00.10-0.00.30]
· 2.8.4 – The end of the maroon curve for the bait loading during the association step for the BLI software being monitored. [00.01.53-0.02.06]
9. 66534_Screenshot 9 
· 2.8.6 – The start of the maroon curve for the dissociation step being monitored. [0.00.14-0.00.29]
· 2.8.7 - The end of the maroon curve for the dissociation step being monitored. [0.01.58-0.02.12]
10. 66534_Screenshot 10
· 2.10.3 – Concentrations and molecular weights being filled. The Calc button being clicked. [0.00.03-0.00.12]
11. 66534_Screenshot 11
· 2.12.2 - The blue curve for baseline being monitored on the BLI interface. [0.00.09-0.00.35]
12. 66534_Screenshot 12 
· 2.13.3 – The blue curve for the association step being monitored on the BLI interface. [0.00.14-0.00.20]
13. 66534_Screenshot 13
· 2.14.3 – The blue curve for the dissociation step being monitored on the BLI interface. [0.00.14-0.00.20]
                      14. 66534_Screenshot 14
· 2.16.3 – The maroon curve for the initial baseline for the bait loaded biosensor being monitored. [0.00.11-0.00.36]
                      15. 66534_Screenshot 15
· 2.17.3 – The start of the maroon curve for the association step on the BLI software interface being monitored. [0.00.08-0.00.24]
· 2.17.4 - The end of the maroon curve for the association step on the BLI software interface being monitored. [0.01.55-0.02.03]
· 
                      16. 66534_Screenshot 16 
· 2.17.6 – The start of the maroon curve for the dissociation step on the BLI software interface being monitored. [0.00.10-0.00.22]
· 2.17.7 - The end of the maroon curve for the dissociation step on the BLI software interface being monitored. [0.01.55-0.02.06]
                      17. 66534_Screenshot 17
· 2.19.1 – The Run List table with Ref box checked for 0 nanomolar concentration. [0.00.04-0.00.06]
                      18. 66534_Screenshot 18 
· 2.19.2 – The Analyze boxes being checked for the analyte concentrations. [0.00.02-0.00.10]
19.  66534_Screenshot 19
· 2.20.1-The Start of association and Start of dissociation options being selected in the software interface. [0.00.04-0.00.08]
20.  66534_Screenshot 20
· 2.20.2- The Global Fitting (1:1) option being selected from the software menu. The Analyze button being clicked to begin data processing. [0.00.02-0.00.08]
                      21. 66543_Screenshot 21 
· 2.21.1 – A dropdown menu appears when the analyzed data is right-clicked. The Export Data option is selected, followed by Text/Data. [0.00.00-0.00.20]
                      22. 66543_Screenshot 22 
· 2.21.2 – The File and Browse options used to save the data in the .dat format. The saved data is then exported by selecting Export. [0.00.03-0.00.31]
                      23. 66534_Screenshot 23 
· 2.22.1- The Advanced Kinetics option being clicked on the left panel of the software interface. [0.00.04-0.00.08]
                      24. 66534_Screenshot 24 
· 2.24.2-Concentrations and molecular weight fields being filled. The Calc button being clicked. [0.00.04-0.00.17]

                      25. 66534_Screenshot 25 
· 2.25.2 – The Run button being clicked to acquire initial baseline [0.00.08-0.00.38]
· 2.26.3 – The start of the blue curve for loading being monitored on the BLI software interface. [0.00.45-0.01.15]
· 2.27.3 – The start of the blue curve is monitored for the baseline step on the BLI software interface. [0.03.06-0.03.36]
· 2.28.2 – The start of the blue curve is monitored for the association step on the BLI software interface. [0.03.49-0.03.59]
· 2.28.3 – The end of the blue curve is monitored for the association step on the BLI software interface. [0.05.34-0.05.44]
· 2.28.5 – The start of the blue curve is monitored for the dissociation step on the BLI software interface. [0.05.55-0.06.05]

· 2.28.6 – The end of blue curve is monitored for the analyte dissociation in the dissociation step on the BLI software interface. [0.07.37-0.07.47]

26. 66534_Screenshot 26 
·   2.29.2 - The Run button being clicked to acquire initial baseline [0.00.05-0.00.35]
·   2.30.3 - The start of the maroon curve for loading being monitored on the BLI software interface. [0.00.49-0.01.19]
· 2.31.3 - The start of the maroon curve is monitored for the baseline step on the BLI software interface. [0.02.57-0.03.27]
·   2.32.2 - The start of the maroon curve is monitored for the association on the BLI software interface. [0.03.53-0.04.15]
·   2.32.3 - The end of the maroon curve is monitored for the association step on the BLI software interface. [0.05.30-0.05.44]
·   2.32.5 - The start of the maroon curve is monitored for the dissociation step on the BLI software interface. [0.05.57-0.06.15]
·  2.32.6 - The start of the maroon curve is monitored for the dissociation step on the BLI software interface. [0.07.45-0.07.51]







