screen capture summary
· 66116_screenshot_1
4.3.2. (Opening xad file, selecting sample names or ladder in the tree view panel)  00:14 -00:31
4.3.3. (Zooming in and out of electropherograms) 00:32 – 00:44
4.4.1. (Opening electropherogram of a selected sample) 00:45 – 00:47
4.4.2. (Select manual integration, manually select peaks by dragging the horizontal line) 00:48 - 01:18
4.5.1. (Showing Peak table, selecting peak with largest peak height) 01:24 -01:36
4.5.2. (Enabling Show/Hide Setpoints icon, new panel pops up) 01:38 - 01:44
4.6.1 (Select Advanced, scroll down to Perform Smear Analysis, and select the check box. Region table is added to the electropherogram tab) 01:45 – 01:56
4.6.2. (Right-click on a cell in the Region table and select Modify Regions, a small new window pops up) 01:57 - 02:07
4.7.1. (right-clicking on the electropherogram and selecting a Region to add in the From [bp] and To [bp] menu) 02:08 – 02:15
4.7.2. (Right-click on a cell in the Region table and select Modify Regions, a small new window pops up) 02:16 – 02:50
4.8.1. (Text on plain background:Poly(A) tail length = (A – B – 35)) 
4.9.1. (check Show Sizes, Region Table is converted from bp to run time) 02:51 - 03:03
4.9.2. (Open the csv file and select the values obtained for runtime to generate a graph) 03:05 – 03:44







