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· 65562_screenshot_1.mp4
· 2.2.1 (LC software (highstar) is already open and new method is opened) 00:00-00:03
· 2.2.2 (edit method is clicked) 00:03-00:08
· 2.2.3 (gradient is opened to show where the settings for the gradient will be added) 00:08-00:14
· 65562_screenshot_2.mp4
· 2.2.3 (the correct time stamps, flow rates and MPA and MPB concentrations are shown) 00:00-00:09
· 2.3.1 (cursor is moved over showing stop time, flow rate, pressure) 00:09-00:17
· 65562_screenshot_3.mp4
· 2.4.2 (flow is turned on, cursor moved to show the psi increasing but staying below the max) 00:00-01:09
· 65562_screenshot_4.mp4
· 3.1.2 (scan values set) 00:00-00:08
· 3.1.3 (polarity is set to positive, and scan mode to PASEF) 00:08-00:18
· 65562_screenshot_5.mp4
· 3.2.1 (source settings are corrected) 00:00-00:17
· 65562_screenshot_6.mp4
· 3.2.2 (syringe settings are corrected) 00:00-00:17
· 65562_screenshot_7.mp4
· 3.3.1 (cursor moves to msms tab and settings under precursor ion are corrected) 00:00-00:11
· 65562_screenshot_8.mp4
· 3.4.1 (cursor moves over to scheduling tab showing its enabled, under active exclusion that the box is checked and release after set to 0.4 min) 00:00-00:06
· 3.4.2 (cursor moves over sollision energy settings, isolation width, and stepping is enables) 00:00-00:14
· 65562_screenshot_9.mp4
· 3.5.1 (with the tuning mix running, cursor moves to calibration tab, under m/z the correct reference list is selected) 00:00-00:11
· 3.6.2 (the calibration mode is left as linear and the calibrate button is clicked until the score reaches 100%, then accept is selected) 00:11-00:20
· 3.7.1 (cursor selects the mobility calibration, reference list should be the same as the m/z, calibration is clicked until 100% is reached) 00:20-01:07
· 65562_screenshot_10.mp4
· 3.7.2 (method tab is selected, save as selected and renamed) 00:00-00:25
· 65562_screenshot_11.mp4
· 4.1.2 (previously saved method from 3.7.2 is selected and opened) 00:00-00:07
· 4.2.1 (scan mode is switched from PASEF to dia-PASEF) 00:07-00:11
· 4.2.2 (edit windows is opened mouse moves to open analysis) 00:11-00:13:84
· Cut out seconds 00:13:84-00:27:34
· 4.2.2 (previously saved dda data is opened) 00:27:34-00:40
· 4.3.1 (polygon is resized) 00:40-00:57
· 4.3.2 (mass width and horizontal overlap are set) 00:57-01:20
· 65562_screenshot_12.mp4
· 5.1.2 (selected properties of file, selected calibration report) 00:00-00:07
· 5.2.1 (selected initial (m/z) calibration) 00:07-00:12
· 5.2.2 (selected mobility calibration and showed the error) 00:12-00:19
· 65562_screenshot_13.mp4
· 5.3.1 (right click into edit chromatogram, select extracted) 00:00-00:09
· 5.3.2 (all MS selected, scan mode set to All) 00:09-00:17
· 65562_screenshot_14.mp4
· 5.4.1 (extracted ion’s mass is added) 00:00-00:04
· 5.4.2 (positive mode is set and ion is added) 00:04-00:07
· 5.4.3 (extracted ion added by formula with ion of interest and charge) 00:07-00:29
· 65562_screenshot_15.mp4
· 5.5.1 (chromatogram is selected and mass spectrum is produced) 00:00-00:13
· 65562_screenshot_16.mp4
· 5.6.1 (edit mobilogram is opened) 00:00-00:05
· 5.6.2 (extracted mobilogram is added like it was for chromatogram) 00:05-00:12
· 5.7.1 (retention time added based off the chromatogram) 00:12-00:18
· 5.7.2 (extracted mobilogram added and okay) 00:18-00:28
· 65562_screenshot_17.mp4
· 5.8.1 (profile MS and fragment MS selected) 00:00-00:10
· 5.8.2 (compound spectra is copied) 00:10-00:19
· 65562_screenshot_18.mp4
· 5.9.1 (compounds manually chromatogram is selected) 00:00-00:05
· 5.9.2 (the chromatogram is integrated by dragging) 00:05-00:13
· 5.9 continues (steps are repeated for integrating mobilogram) 00:13-00:25
