· 65512_sreenshot_1.mp4 
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2. 
2.1. 
· 2.1.2. Sample file being opened. 00:00-00:07
· 2.1.3. Showing labels for samples and metabolites. 00:08-00:17

· 65512_sreenshot_2.mp4
· [bookmark: _Hlk140525711]2.2.2. .jar file being double-clicked to launch the application. 00:00-00:08

· 65512_screenshot_3.mp4
· 2.3.1. From the Input tab, the Browse button is clicked. 00:00-00:07
· 2.3.2. Under Specify File Format, using the drop-down arrow select the input file and then select the Samples in Rows. 00:23-00:28

· 65512_screenshot_4.mp4
· 2.4.1. Clicking on the Next >> button and a shot of the Data Normalization tab. 00:00-00:07
· 2.4.2. Under Select Method(s), check the box next to Log2-Transform Data and Autoscale Data. 00:09-00:16

· 65512_screenshot_5.mp4
· 2.5.1. Under Normalize Data, the Run button is clicked. 00:00-00:08
· 2.5.2. Save button is clicked. 00:12-00:22

· 65512_screenshot_6.mp4
· 2.6.1. Clicking on the Next >> button and a shot of the Data Analysis tab. 00:00-00:07
· 2.6.2. Under Calculate Pearson’s Correlation, the Run button is clicked. A shot of calculated Pearson’s Correlation range for the data. 00:09-00:15

· 65512_screenshot_7.mp4
· 2.7.1. View Histogram button is clicked, and the frequency of the maximal Pearson’s correlation scores per feature is reviewed. 00:00-00:18
· 2.7.2. View Heatmap button is clicked, and Pearson’s correlation matrix is reviewed. 00:21-00:40

· 65512_screenshot_8.mp4
· 2.8.1. Under Filter by Pearson’s Correlations, a shot of filter range 0.00-1.00. 00:00-00:07
· 2.8.2. Under Select Partial Correlation Method, selecting the desired method as DSPC Method. 00:11-00:16
· 2.8.3. Under Calculate Partial Correlations, the Run button is clicked. 00:17-00:22

· 65512_screenshot_9.mp4
· 2.9.1. Results being viewed by clicking on the View CSV File. 00:00-00:20
· 2.9.2. Results are saved by clicking the Save button. 00:24-00:31

· 65512_screenshot_10.mp4
· 3.1.2. Sample file being opened. 00:00-00:06
· 3.1.3. Showing labels for samples and metabolites. 00:07-00:26

· 65512_screenshot_11.mp4
· 3.2.2. .jar file being double-clicked to launch the application. 00:00-00:10

· 65512_screenshot_12.mp4
· 3.3.1. From the Data tab, the Browse button is clicked. 00:00-00:06
· 3.3.2. Under Specify Columns/Rows, a drop-down arrow next to Sample ID is clicked, and the corresponding column/row name from the input file is selected. Then, the Sample is selected. 00:23-00:27
· 3.4.1. Drop down arrow next to “Group” is clicked, and the corresponding column/row from the input file is selected. Then, Group is selected. 00:28-00:32
· 3.4.2. Under Specify Sample Groups, drop-down arrows next to each Group are clicked, and the corresponding group column from the input file is selected. TXT: For Group 1, select Diabetic, and for Group 2, select non-diabetic. 00:34-00:44

· 65512_screenshot_13.mp4
· 3.5.1. Under Feature Grouping, checking the box Calculate Feature Groups. 00:00-00:08
· 3.5.2. Clicking the View Heatmaps button and determining a desired percent reduction. 00:10-00:30

· 65512_screenshot_14.mp4
· 3.6.1. Using the Feature Reduction slider, selecting the desired percent reduction of features and sliding the small circle. 00:00-00:17
· 3.6.2. Clicking on the Next >> button and a shot of the Analysis tab. 00:18-00:23

· 65512_screenshot_15.mp4
· 3.7.1. Under the Select Output Directory, clicking the Browse button and selecting the desired directory location. 00:00-00:17
· 3.7.2. Clicking the Run Analysis button. 00:18-00:24

· 65512_screenshot_16.mp4
· 3.7.3. Screen showing the message Analysis Completed Successfully, and then the OK button is clicked. 00:00-00:13

· 65512_screenshot_17.mp4
· 3.8.1. From the Analysis tab, the Browse Networks button is clicked, and a shot of open interactive Filigree subnetworks. 00:00-00:08
· 3.8.2. Under the Subnetwork Name column, Subnetwork 1 link is being clicked. 00:10-00:16
· 3.8.3. + or – button being clicked to zoom in or zoom out on the part of the network. 00:17-00:48

· 65512_screenshot_18.mp4
· 3.9.1. Group Node is clicked and repositioned within the subnetwork. 00:00-00:47
· 3.9.2. Expand Features button is clicked, and a shot of expanded group nodes. 00:48-01:09
· 3.9.3. Collapse Features button is clicked, and a shot of collapsed group nodes. 01:10-01:15

· 65512_screenshot_19.mp4
· 3.10.1. By Sample Group button is clicked, and the view is changed from a single subnetwork to multiple subnetworks. 00:00-00:07
· 3.10.2. Using the view of the subnetworks, groups are compared. 00:08-00:50

· 65512_screenshot_20.mp4
· 3.11.1. All Samples button is clicked, and a shot of a single subnetwork view. 00:00-00:08
· 3.11.2. Next button is clicked. 00:09-00:17







