Screenshot summary:
· 65347_screenshot_1.mp4
· 2.2 (Open MATLAB and navigate to the folder where the raw .nirs files are saved. Select and open the folder) 0.00:05-0.00:39.
· 2.3 (Type Homer3 into the command window of MATLAB to launch the Homer3 GUI. Homer3. will detect the .nirs files and ask to convert to .snirf format (a universal file format for storing and sharing NIRS data independently of any specific application-specific file format such as MATLAB) to proceed with the pre-processing of the data.) 0.00:41-0.01:27 
· 2.4.1. After importing the .nirs files into .snirf format in Homer3, click on the Tools option in the Homer3 GUI, and select Edit Processing Stream.0.01:28-0.01:37
· 2.4.2 In the ProcStreamEdit GUI, select the pre-processing steps from the Registry Function column to the Current Processing Stream column by clicking on Add.0.01:44-0.02:12.
· 2.5 To save the current processing stream, click on the Save option, and then exit the ProcStreamEdit GUI. 0.02:13-0.02:23.
· 2.6 To run the pre-processing stream in the main Homer3 GUI, click on the RUN option. After Homer3 finishes running the selected processing stream, it will save the pre-processed time series for each participant in a .mat file format containing Hbo, Hbr, and Hbt for all the channels and events. A folder named homer output will be created by Homer3 in the currently selected folder to store these files. 0.02:24-0.03:50.
· 2.7 A folder named derivatives will be created by Homer3 in the selected folder to store these files. Select the homer folder located in derivatives folder. Choose the .mat file for each brain and export Hbo, Hbr, Hbt. 0.03:59-0.07:23.

· 65347_screenshot_2.mp4
· 3.2 To analyze the type of interaction that occurs in a hyperscanning recording, use the LeaderFollowerByPhase toolbox, as described in the process shown in Figure 3. In MATLAB, select the .mat files for each brain, and load the Hbo (or Hbr) data of the specific channel and specific event into a one-dimension vector as signal1 and signal2.0.00:0.01:19.
· 3.3 In the MATLAB command line, define the parameters.
· lowFreq, highFreq: Type lowFreq = [low FOI], and highFreq = [high FOI]. The default values are lowFreq = 0.01 Hz, highFreq = 1 Hz. 0.01:30-0.01:47
· Define the parameter phaseRange; type phaseRange = [range in deg].0.01:51-0.02:00
· Define the Threshold parameter. Type threshold = [threshold rsq val]. The default value is Threshold = 0. 0.02:01-0.02:07


· 3.4 Execute the MATLAB function LeaderFollowerByPhase by entering the command cohervalues = LeaderFollowerByPhase(signal1, signal2, lowFreq, highFreq, phaseRange, threshold) into the command line. 0.02:12-0.03:07
· 3.5 In MATLAB, inspect the box chart plot, which shows the R-Squared values for each type of interaction category: in-phase, Signal 1 leading, Signal 2 leading, and anti-phase. 0.03:15-0.03:25
· 3.6.1 Then, inspect the bar graph on the output figure, which displays the maximum values, mean, and median for all interaction types. 0.03:26-0.03:37
· 3.6.2 The scatterplot displays the values of coherence and the types of interaction over time. 0.03:40-0.03:54.
· 3.6.3 The pie chart displays the division of time according to different types of interactions. 0.03:55-0.04:02
· 3.7.1 Next, inspect the output table with the statistic values for each type of interaction. The table also presents the percentage of time for which each type of interaction occurred. 0.04:12-0.04:16
· 3.7.2 Finally, examine the output value in the extracted spreadsheet file. 0.04:19-0.04:24
