Screen Shot Summary
· 65150_screenshot_1.mp4
· 2.1.2 (Check the data quality and exclude participants with missing retest data and excessive head motion) 00:00 - 00:44
· 65150_screenshot_2.mp4
· 2.2.1 (Opening the GRETNA toolbox in MATLAB) 00:00 - 00:02
· 2.2.2 (Clicking on FC Matrix Construction and select the path of the functional dataset to load the NIFTI documents) 00:03 - 00:07
· 2.2.3 (Pipeline option being displayed and execute the steps) 00:08 - 00:52
· 65150_screenshot_3.mp4
· 2.3.1 (Download the latest Neurosynth database) 00:00 - 00:36
· [bookmark: _Hlk144753352]2.4.1 (Generate a new dataset instance from database.txt and add features to this data) 00:37 - 00:56
· 2.5.1 (Run a meta-analysis with the term of interest, such as ‘navigation’) 00:57 - 01:24
· 65150_screenshot_4.mp4
· 2.6.1 (Define clusters of interest by incorporating the meta-analytic map and a whole-brain parcellation atlas such as AAL) 00:00 - 00:25
· 2.7.1 (Check the size of each region in the map) 00:26 - 01:11
· 2.8.1 (Integrate all brain regions into a template by fslmaths) 01:15 - 01:28
· 65150_screenshot_5.mp4
· 2.9.1 (Click on FC Matrix Construction and static correlation) 00:00 - 00:14
· 2.9.2 (Upload the node to calculate the static correlation of rs-fMRI) 00:15 - 00:27
· 2.9.3 (Transfer the static correlation into Fisher’s z scores and run) 00:28 - 00:35
· 65150_screenshot_6.mp4
· 2.10.1 (Click on Network Analysis) 00:00 - 00:01
· 2.10.2 (Add network matrixes into the Brain Connectivity Matrix window and choose an output directory for preparation) 00:02 - 00:13
· 2.11.1 (Add small world, global efficiency, clustering coefficient, shortest path length, degree centrality, and local efficiency to the GRETNA network metric analysis pipeline) 00:14 - 00:20
· 2.11.2 (Select positive in the Sign of matrix and select Network Sparsity and enter a set of threshold sequences) 00:21 - 00:25
· 2.12.1 (Choose the network type as weighted) 00:26 - 00:27
· 2.12.2 (Set the random network number as 1,000 and run) 00:28 - 00:42
· 65150_screenshot_7.mp4
· [bookmark: _Hlk144755601]2.13.1 (Calculate the averaging navigation network) 00:00 - 00:25
· 2.13.2 (Divide the resulting average network into 2, 3, 4, and 5 modules using the function spectralcluster) 00:26 - 00:49
· 65150_screenshot_8.mp4
· 2.14.1 (Align the module divisions using the script procrustes_alignment) 00:00 - 00:17
· 2.14.2 (Calculate the proportion of nodes divided) 00:18 - 00:28
· 2.14.3 (Select the number of modules) 00:29 - 00:32
· 65150_screenshot_9.mp4
· 2.15.1 (Calculate the Pearson correlation using the function corrcoef in MATLAB and repeat the analyses for each sparsity threshold) 00:00 - 00:30
· 65150_screenshot_10.mp4
· 2.16.1 (Calculate the the Intraclass Correlation Coefficient with the function ICC in MATLAB) 00:00 - 00:27
