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3.1.1.	SCREEN: To be provided by authors: The run software being opened. New Assay and then the Allele quantification assay template being selected. 00:00-00:15
3.1.2.	SCREEN: To be provided by authors: The nucleotides downstream of the sequencing primer being typed in. TXT: The nucleotides should be upstream of the SNP 00:15-00:28
3.1.3.	SCREEN: To be provided by authors: The two possible bases being denoted for the variable position. 00:30-00:40
3.2.1.	SCREEN: To be provided by authors: Generate dispensation order being pressed, a suitable order for the nucleotides being dispensed. 00:40-00:50
3.2.2.	SCREEN: To be provided by authors: The assay being saved. 00:50-end
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4.1.1.	SCREEN: To be provided by authors: New Run being selected in the pyrosequencer software. 00:10-00:16
4.2.1.	SCREEN: To be provided by authors: The assays being loaded. 00:16-00:36
4.2.2.	SCREEN: To be provided by authors: The primer dispensation mode being set to Automatic. 00:36-00:42
4.3.1.	SCREEN: To be provided by authors: Run mode being set to Standard. 00:42-00:46
4.3.2.	SCREEN: To be provided by authors: Run files being saved to a USB drive. 00:46 - end
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6.2.1.	SCREEN: To be provided by authors: Run file appears on the USB drive, the run result file being clicked, the luciferase output being analyzed. 00:03-00:13
6.3.1.	SCREEN: To be provided by authors: The color scores shown by the software. TXT: Blue: Optimal run ; Yellow: Run with a warning ; Red: Failed run 00:13-00:27
6.3.2.	SCREEN: To be provided by authors: Reports, followed by Full report being selected, a .pdf being generated. 00:27-00:47
6.3.3.	SCREEN: To be provided by authors: The results being downloaded in other formats. 00:47-end
