· 64209_screenshot_1
· 2.1.2 (Ensembl is being opened, target site within the gene sequence of interest is being located) 00:00-00:29
· 2.1.3 (The design software tool is being opened, Species and the cas enzyme are being selected) 00:30-01:09
· 64209_screenshot_2
· 2.2.1 (Location of sgRNAs is being chosen) 00:00-00:27
· 2.2.2-2.2.3 (Specificity and off-target score being shown | Selected sgRNA are being displayed on the screen) 00:28-01:00
· 2.3.1 (Shot of the most likely potential off-target sites) 01:01-01:32
· 64209_screenshot_3
· 2.3.2 (The four reverse complementary oligos are being shown) 00:00-00:15
· 2.4.1-2.5.1 (DR274 plasmid map is being shown, and the BsaI restriction site is being selected | BsaI recognition site is being added to both the oligos) 00:16-01:13
· 64209_screenshot_4
· 2.6.1 (Sequences flanking the mVenus YFP reporter gene being selected) 00:00-00:21
· 2.8.1-2.8.2 (Template DNA is being divided into two halves | Split-site location is being checked) 00:22-00:40
· 2.9.1 (Silent modifications and modifications of interest are being introduced in the template sequence, and restriction sites are being introduced) 00:44-01:16
· 64209_screenshot_5
· 4.4.1 (Range of primers on sequence being shown) 00:00-00:18
· 4.4.2 (Primer designing is being shown for detecting the inserted sequence) 00:19-01:08
· 4.4.3 (Primer designing for the off-target sites is being shown) 01:09-02:13
