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2.1.2 SeqAPASS account is being logged in. TXT: https://seqapass.epa.gov/seqapass, 0:01-0:22
63970_Screenshot-2
2.2.1 ‘Request SeqAPASS Run’ is being clicked, 0:02-0:09
2.2.1 ‘Identify a Protein target’ resources are shown, 0:09-0:36
2.3.1 Protein target is being selected by entering accession number (ACM90349.1), Query is being submitted, 0:37-1:30
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2.4.1 SeqAPASS Run Status is being selected, 0:02-0:16
2.5.1 SeqAPASS report is selected and viewed 0:16-0:54
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3.1.1 Plus, sign is being clicked and Level 2 Query menu being populated, 0:02-0:19
3.2.1 Selecting protein domain of interest, 0:20-1:13
3.3.1 Level 2 data is being refreshed and viewed (domain accession cd15090) 0:14-1:43
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4.1.1 Level 1 data is selected 0:03-0:13
4.2.1 Report type is selected, and the report columns are displayed, 0:13-1:04
4.3.1 Taxonomy and Protein information is being displayed via NCBI links, 1:04-1:25
4.4.1 ECOTOX link is highlighted, and the database is demonstrated, 1:26-1:49
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4.5.1 Summary Report being accessed and opened, 0:01-0:21
4.6.1 Data downloading is highlighted, 0:22-0:37
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4.7.1 Level 2 data is viewed, 0:01-0:12
4.8.1 Report type is selected, and report columns are displayed with domain column pointed out, 0:13-0:39
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5.1.1 Visualization Data’ is being clicked and interactive boxplot is being opened, 0:03-0:38
5.2.1 Report settings and custom options are highlighted, 0:38-1:08
5.3.1 Exporting boxplots, 1:08-1:24
5.3.2 Changing image resolution, 1:26-1:35
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5.5.1 Downloading report settings, 0.01-1:35
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6.1.1 Accessing the Level 3 menu, 0:01-0:18
6.2.1 Reference explorer is opened and demonstrated, 0:20-0:46
6.3.1 Google scholar search is demonstrated, 0:47-1:22
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7.1.1 Template sequence is being selected; additional comparisons box is highlighted, 0:04-0:31
7.2.1 Run name is being entered, 0:33-0:49
7.3.1 Taxonomic group is being chosen and species are selected; run is requested, 0:50-2:01
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7.4.1 Level 2 and Level 3 runs are refreshed, 0:03-0.18
7.5.1 Combine reports box is opened, 0:19-0:37
7.6.1 The level 3 template is being selected and level 3 report is being produced., 0:39-1:38
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7.7.1 Amino acid positions are entered, 0:03-0:43
7.8.1 Sequences are updated, 0:43-0:59
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8.1.1 Report type is selected, and report columns are displayed, 0:01-0:30
8.2.1 Report is being downloaded and saved, 0:30-0:50
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8.3.1 Level 3 visualization and visualize data page are opened, 0:02-0.22
8.4.1 Interactive graphic and controls are being opened, 0:23-0.30
8.5.1 Heatmap data are demonstrated, 0:34-1:12
8.6.1 Heatmap controls are demonstrated, 1:16-1:45
8.7.1 Heatmap optional selections are demonstrated, 1:45-2:00
8.8.1 Heatmap settings are demonstrated, 2:01-2:24
8.9.1 Heatmap is saved, 2:25-2:35
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8.10.1 Decision summary report is demonstrated, 0:06-0:56




