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· 3.1.1 (Establish a project folder called “emClarity”. Under the project folder, the fixedStacks folder is being created. Then, input files TS1.fixed, TS1.xf, and TS1.tlt are prepared.) 00:00-00:52 
· 3.2.1 (Shot of Parameter file and show where to update the microscope and imaging parameters). 01:00-1:45
· 3.2.2 (Parameter file being copied to the project folder; name being changed to param_ctf.m and indicated command being run. TXT: emClarity ctf estimate param_ctf.m TS1) 02:13-03:10

· 3.3.1 (Aligned stacks are being checked, and fiducial beads are erased. TXT: aliStacks/TS1_ali1.fixed) 03:12-03:55
· 3.3.2 (Shot of handedness being checked in the logfile. TXT: logfile/emClarity.logfile) 03:55-04:15
· 3.3.3 (Checking defocus value and ensuring it matches the theoretical CTF estimate. TXT: fixedStacks/ctf/TS_ali1_psRadial_1.pdf) 04:15-04:45

· 3.4.1 (To define the sub-regions, generate a binned tomogram. Indicated command being entered. TXT: sh recScript2.sh -1) 05:04-05:32
· 3.4.2 (Boundaries being determined/Six points being selected. Under “bin10”, indicated command being entered. TXT: 3dmod TS1_bin10.rec) 05:32-06:38

· 3.5.1 (Template search being carried out at bin6. Template angle search parameters are being modified. The indicated command is being entered. TXT: Tmp_angleSearch parameters: θout, Δout, θin, Δin and command:
· emClarity templateSearch param_ts.m TS1 1 ApoF_Template_rescale.mrc O 1) 06:39-07:15 & 09:33-10:10

· 3.6.1 (Incorrect particles being removed. Under the folder “convmap_wedge_Type2_bin6”, indicated command being entered. TXT: 3dmod ../cache/TS1_1_bin6.rec TS1_1_bin6.mod.) 10:54-12:05

· 3.7.1 (Indicated command being entered to create a database. TXT: emClarity init param0.m) 12:06-13:13
· 3.7.2 (CTF-corrected sub-region tomograms being generated at bin4 and indicated command being entered. TXT: emClarity ctf 3d param0.m) 13:21-13:43

· 3.8.1 (To perform STA and alignment, carry out the averaging using the CTF-corrected sub-tomograms starting at bin4. Indicated command being entered. TXT: emClarity avg param0.m 0 RawAlignment) 14:12-14:45
· 3.8.2 (Indicated command being entered for alignment. TXT: emClarity alignRaw param0.m 0) 16:55-18:00
· 3.8.3 (Indicated command being entered to remove duplicates. TXT: emClarity removeDuplicates param5.m 5) 23:09-23:42

· 3.9.1 (Indicated commands being entered for final reconstruction. TXT:  emClarity avg param21.m 21 RawAlignment followed by emClarity avg param21.m 21 FinalAlignment) 23:48-24:40

