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norhabditis briggsae 18S ribosomal RNA gene, internal transcribed spacer 1, 5.8S ribosomal RNA gene, internal @1288 1288 68% 0.0

99.43% JNG36061.1

‘Caenorhabditis briggsae strain AF16 188S ribosomal RNA gene, internal transcribed spacer 1, 5.8S ribosomal RNA gene, internal transcribed 1284 1284 68% 0.0

99.43% MN519141.1



