Screenshot Summary
· 63289_screenshot_1
· 2.2.1 (The areas of interest are being searched and selected, and Scan all ROIs is selected.) 0:00-1:00
· Scanning of the ROIs to obtain the full scan 1:01-3:26
· 63289_screenshot_2
· 2.3.1 (Field of View Analysis and Invert Result are selected, the threshold for the RGB channels is being set, neuromelanin granules appear red in the preview window, and OK is clicked.) 0:00-0:27
· 63289_screenshot_3
· An area of the slide covered by membrane only is searched 0:00-0:14
· 2.4.1 (Laser settings are being adjusted according to the Cut Laser Adjustment Wizard.) 0:15-2:50 
· 63289_screenshot_4
· The capture device is calibrated 0:00-0:30
· 2.6.1 (The RoboMover is being set to move and position above the RoboStage II.) 0:31-0:54
· 63289_screenshot_5_2.7.1-2.7.2
· 2.7.1 (laser is started.) 0:00-0:15
· 2.7.2 (Settings are being adjusted.) 0:16-1:08
· 63289_screenshot_5_2.7.3
· 2.7.3 (The field of view showing isolated objects.) 0:00-0:52
· 63289_screenshot_6
· 2.8.1 (The RoboMover is being set to move to its starting position.) 0:00-0:19
· 63289_screenshot_7
· 3.2.1 (Load is being clicked and files being loaded. TXT: MaxQuant is used here.) 0:00-0:20
· 3.2.2 (Set experiment is being clicked, and sample names are being assigned.) 0:21-0:37
· 63289_screenshot_8
· 3.3.1 (Variable and fixed modifications are being set.) 0:00-0:15
· 63289_screenshot_9
· 3.4.1 (Trypsin is being selected as a digestion enzyme.) 0:00-0:13
· 63289_screenshot_10
· 3.5.1 (The cursor is being moved to the label free quantification tab, LFQ is selected.) 0:00-0:14
· 63289_screenshot_11
· 3.6.1 (The cursor is being moved to the global parameter tab, and the FASTA file is being added to the sequence tab.) 0:00-0:10
· 3.6.2 (The identifier rules are being modified, and taxonomy id is being added.) 0:11-0:50
· 63289_screenshot_12_3.7.1-3.7.2
· 3.7.1 (The Unique and Razor peptides being selected.) 0:00-0:10
· 3.7.2 (iBAQ is checked.) 0:11-0:23
· 63289_screenshot_12_3.7.3-4.1.2
· 3.7.3 (The proteingroups.txt output is being retrieved.) 0:00-0:12
· 4.1.1 (The file is being loaded in the software. TXT: Perseus is used here.) 0:12-0:25
· 4.1.2 (the iBAQ values are added as main columns, and other columns are sorted.) 0:26-1:09
· 63289_screenshot_14
· 4.2.1 (Decoys and contaminants are filtered, and then results are filtered.) 0:00-0:41
· 63289_screenshot_15
· 4.3.1 (The output is being exported as a .txt file and imported into an excel sheet.) 0:00-0:40
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