Reviewers' comments:
Reviewer #1:
Manuscript Summary:
Authors have addressed most of the concerns. However, table 1 does not make sense. Also Figure legends are poorly described.
Response: Figure legends have been updated.
Major Concerns: The table shows a comparison of BL21 and R2CD. However, this table does not make sense. It would be best if you described what the starting culture volume for each in the legend is. 
Response: As requested, this has been added to the legend.
Also, the final yield is low for both after desalting. We obtained at least 5-10 mg of the folded proMMP-3 catalytic domain in BL21(DE3) using the pET3a vector. 
Response:  More precipitation is common after activation of proMMP-3. Additionally, we expect that precipitation during dialysis can be fixed with more optimization, for example by increasing the number of stages in dialysis.
Why is the desalting volume of BL21 so small? 
Response: After dialysis, it is necessary to re-concentrate the MMP-3cd to 0.3-0.5 mg/mL, which reduces the volume. Precipitation from dialysis and activation also reduces the volume.
Also, if the solution is 0.17 mg/ml and the volume is 1.5 ml, the total protein should be 0.255 mg. Why do you state that it is 0.13mg/L culture? Does this mean the culture was 2L? 
Response: Correct. There are 2 L of culture, so the total yield in mg was divided by 2. This gives the new unit of “mg/L culture” shown in the table.
Why is the volume for R2DP bigger than the purification volume? Did you dilute them? 
Response: Before dialysis, pro-MMP-3cd must be diluted to 0.3 mg/mL to prevent precipitation.
Also, if the concentration is 0.17 and the volume is 72 ml, the yield is 12.24mg. Is this mean that the starting culture was 4L? 
Response:  The R2DP culture was also 2 L. This has been updated.
Are these the same purification batch? 
Response: We had a 2 L culture of BL21(DE3) cells, and a 2 L culture of R2DP cells. These were grown separately. All ensuing purification steps were also performed on each 2 L culture separately.
Please describe the condition in the legend. Otherwise, showing this table does not help. Also, discuss why there is a significant amount of protein loss after desalting. 22mg/l to 3.1 is a loss of over 85%. Even considering propeptide removal, this is a considerable loss.
Response: This has been mentioned in the discussion section as something that can be further optimized by troubleshooting the dialysis and activation stages.

