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INSERT A REFERENCE SEQUENCE (optional)

INSERT AA MARKERS (optional)

Pairwise alignments

I / Reference sequence: voERSPS (Vibrio cholerae serotype O1)

sc1ass
D ) >14965007

IAVAGLVSEQGVOVODTAR TATSPPOFLNLLSRSTGAA

ISLVAL-SDTPVTINDPKCTSKTFPDIFDRFAQLSR -~

#Class 13 / Reference sequence: chEpses (Coxiella burmetii strain RSA 493)
14965007
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EPSP Synthase Class

Query sequence ID: 965007

CLASS IDENTITY MOTIFS (o_positve/n_tot
Class | (alpha) 0.760 -
Class | (beta) 0833 5
Class Il 1.000 B
Class IIl 0378 o8
Class IV 0.367 -
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Reference sequences
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burnetii (strain RSA 493 / Nine Mile phase 1) Giiaron SE=l SV-1

by | CARG2018.1 unnamed protein product, pertial (Brevindimonas vesicularis]

>sa | coxassns.1

lacu 4913

davavensis
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