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We thank you very much for taking your time to review our manuscript and providing us critical suggestions and concerns. We made correction on our manuscript based on your comments, and our answers are written below in green. We hope these corrections will meet your expectation for the journal publication.

Reviewer #2:
Manuscript Summary:
The manuscript provides details on the application of a previously developed metabarcoding HAB-monitoring protocol to Chilean monitoring programs. These methods are relatively well-documented in the literature. It will be useful for those working on monitoring to have a visual protocol to help them set-up an important tool to better understand HAB development and composition. Overall, the manuscript is well-written, easy to follow and descriptive enough.

Major Concerns:
The manuscript is missing quality control data (number of reads, filtered reads, OTUs assigned and at what level, number of singletons excluded, etc.) for the metabarcoding. This should be presented in a Table. This will be important as a QC reference to those implementing the protocol in their own labs.
Thank you for the comments. We made a table containing the QC parameter and results and added to the supplement. 

Minor Concerns:
Figures are low quality and with serif fonts.
16S and 18S (lines 146-147) should be 16S rRNA and 18S rRNA.
Thank you for the comments. The higher quality of figures will be provided when the manuscript is accepted for publication. We corrected the word 16S and 18S to 16S rRNA and 18S rRNA.
