Step 3.11, 3.12, 3.13 do not need screen captures. Filenames of screen captures are labeled according to the step number. Thank you.
[bookmark: _GoBack]
3.2.1.	SCREEN:  Using the EEGLAB function “pop_resample”, clicking on Tools and Change sampling rate.
File: 62960_screenshot_3.2.1.

3.3.1.	SCREEN:  Using the EEGLAB function "pop_eegfiltnew”, clicking on Tools > Filter the data > Basic FIR filter (new, default).
62960_screenshot_3.3.1

3.4.1.	SCREEN: Clicking on Tools > Filter the data > select Notch filter the data instead of pass band.
62960_screenshot_3.4.1

3.5.1.	SCREEN: Clicking on Plot > Channel data (scroll), removing strong artifacts.
62960_screenshot_3.5.1

3.5.2.	SCREEN: Clicking on Tools > Interpolate electrodes > Select from the data channels.
62960_screenshot_3.5.2

3.6.1.	SCREEN: Opening “runica”, clicking on Tools > Run ICA
62960_screenshot_3.6.1

3.6.2.	SCREEN: Clicking on Tools > Reject data using ICA > Reject components by map
62960_screenshot_3.6.2

3.7.1.	SCREEN: Clicking on Tools > Remove components
62960_screenshot_3.7.1

3.8.1.	SCREEN: Clicking on Tools > Filter the data > Basic FIR filter (new, default).
62960_screenshot_3.8.1

3.9.1.	SCREEN: Clicking on Tools > Extract epochs
62960_screenshot_3.9.1

3.10.1.	SCREEN: Clicking on Tools > Re-reference
62960_screenshot_3.10.1

4.2.1.	SCREEN:  Clicking on Batch > SPM > M/EEG > Source reconstruction > Head model specification
62960_screenshot_4.2.1

4.3.1.	SCREEN: Clicking on SPM > M/EEG > Source reconstruction > Source inversion
62960_screenshot_4.3.1

4.4.1.	SCREEN: Using the greedy search-based multiple sparse priors algorithm in the third step, choosing MSP (GS) from the Source Inversion window.
62960_screenshot_4.4.1

4.5.1.	SCREEN: Setting the significance level to p < 0.05, clicking on SPM > Stats > Factorial design specification.
62960_screenshot_4.5.1

5.1.2.	SCREEN: Click on Tools > FMRIB Tools > Detect QRS events
62960_screenshot_5.1.2

