62872 Screenshot Summary

· 62872_screenshot_1
· 3.1.2 (Open MinKNOW, click start, input experiment name) 00:00 – 00:30
· 3.1.3 (Appropriate library prep kit and barcode pack selection, click continue) 00:31 – 00:46
· 3.2.1 (Adjusting run time to 48 hours) 00:47 – 00:55
· 3.3.1 (Selecting basecalling and barcoding options, click continue) 00:56 – 01:04
· 3.4.1 (Choosing where to save data) 01:05 – 01:16
· 3.5.1 (Unchecking filtering option) 01:17 – 01:21
· 3.5.2 (Reviewing settings and starting run) 01:22 – 01:43

· 62872_screenshot_2
· 4.1.1 (Creating directories Long_Reads, barcode01… Copying minion files) 00:00 – 01:17
· 4.2.1 (Opening terminal, cd to Desktop/Long_Reads/barcode01) 01:18 – 01:40
· 4.3.1 (Concatenating files to NB01.fastq) 01:42 – 02:08
· 4.4.1 (Running NanoStat command) 02:10 – 02:27
NOTE: 02:28 – 04:00 Wait time for command to process data – can be trimmed.
· 4.4.2 (Copying output into word document and saving) 04:01 – 04:52
· 4.5.1 (Running NanoFilt command) 05:02 – 05:45
NOTE: 05:46 – 09:15 Wait time for command to process data – can be trimmed.
· 4.5.2 (Running NanoStat command on trimmed file) 09:22 – 09:43
NOTE: 09:44 – 11:30 Wait time for command to process data – can be trimmed.
· 4.6.1 (Copying output into word and comparing results) 11:31 – 13:16

· 62872_screenshot_3
· 5.1.1 (Files organized in the Trimmed_Reads directory) 00:00 – 00:07
· 5.2.1 (Opening terminal, cd to Desktop/Trimmed_Reads) 00:08 – 00:25
· 5.3.1 (Running gzip command on illumina files) 00:26 – 00:48, 04:52 – 05:11
NOTE: 00:49 – 04:49 Wait time for command to process data – can be trimmed.
NOTE: 05:12 – 09:05 Wait time for command to process data – can be trimmed.
· 5.3.2 (Verifying all files in the Trimmed_Reads directory are .fastq.gz) 09:12 – 09:21
· 5.4.1 (Running unicycler command for hybrid assembly) 09:32 – 11:26
· 5.5.1 (Opening unicycler.log, reviewing) 11:27 – 13:50
· 5.5.2 (Re-running unicycler command in bold mode) 14:01 – 15:54

· 62872_screenshot_4
· 6.1.1 (Opening bandage, selecting assembly.gfa file) 00:00 – 00:21
· 6.2.1 (Clicking on Draw Graph, evaluating assembly) 00:23 – 01:10
· 6.3.1 (Opening terminal, cd to …/unicycler_output_directory) 01:13 – 01:29
· 6.3.2 (Running QUAST command) 01:32 – 02:01
· 6.4.1 (Reviewing QUAST report) 02:07 – 03:04

· 62872_screenshot_5
· 7.1.1 (Opening Terminal, cd to …/unicycler_output_directory) 00:00 – 00:19
· 7.1.2 (Running Prokka command) 00:20 – 03:56
NOTE: 01:02 – 03:55 Command is running, can be trimmed if needed.
· 7.2.1 (Reviewing annotations .tsv file and .gff file in geneious) 04:05 – 07:41
	
