RESPONSES TO EDITOR AND REVIEWERS (JoVE62801.R2)
Many thanks to the comments from the editor regarding our Journal of Visualized Experiments article submission entitled “How to Calculate and Validate Inter-brain Synchronization in fNIRS Hyperscanning Study” (JoVE62801.R2). Below we have copied all the comments, and underneath each question, we wrote our responses in italic and blue color. In the revised manuscript, we have marked the changes in blue color.


Editorial comments:

1. Please note that the manuscript has been formatted to fit the journal standard (some longer steps have been split into smaller steps, and the numbering of the protocol steps has been adjusted). Comments to be addressed are included in the manuscript itself. Please review and revise accordingly.

* Line 270-274: Please remove the links from the manuscript and include them as references. Cite the appropriate reference numbers here.
Response: Done as suggested. Please see the revision as follows: 
“NOTE: ALL data analysis was done by using MATLAB software, with the following toolboxes: HOMER219, Hitachi2nirs20, xjView21, Cross Wavelet and Wavelet Coherence toolbox22, and Groppe’s scripts in MathWork23.”

* Line 281: Please mention how is this performed.
Response: Done as suggested. Please see the revision as follows: 
“Read the data files (.csv) for each participant with the readHitachData function of xjView. In this way, the Hitachi measurement data (csv format) is converted into oxyHb/deoxyHb/marker data with the information saved in the measurement (i.e., wavelength, timedata, and channel list).” 

* Line 298-299: Are there any specific steps to perform this. A citation would suffice.
Response: No specific parameters need to be set. The hmrMotionCorrect_Cbsi function works according to a fixed formula. Please see the revision as follows:
“Use correlation-based signal improvement method (CBSI)25 to remove head motion artifacts using the function hmrMotionCorrect_Cbsi of Homer2.” 

* Line 387: Something is missing here.
Response: We have added the information for this issue as follows:
“Note: If the p value at any channel was significant (i.e., p < 0.05) after FDR correction, there is the IBS at that channel.

4.3.3. Compare the coherence values between different task conditions at the channel that existed IBS, using the paired samples permutation t-test with the mult_comp_perm_t1 function of Groppe’s work (same parameters as mentioned in step 4.3.1).” 


* Line 399: Please cite the reference number instead.
Response: Done as suggested. Please see the revision as follows:
“Calculate the behavioral performance by the absolute difference between the partners’ response time divided by the sum of both partners’ responses56.”


2. Please reword the lines to avoid the issue of plagiarism: 370-373, 375-378, 483-485, 518-520. Please refer to the iThenticate report attached.
Response: Done as suggested. Please see the revised sentences as follows:
“NOTE: The paired samples permutation t-test here is similar to paired t-test, but the latter assumes that the data is normally distributed, whereas the former not. Such test begins the same way as paired t-test, that is, by computing a t score (i.e., real t score) for the coherence values in different groups (one is the subtracted coherence values in the task condition, the other is zeros). Then, a permutation is generated through exchanging the coherence values of different groups, and a new t score is calculated for the subtracted coherence values and zeros following this permutation. Such permutation is conducted 5000 times. Thus, 5000 t scores are obtained. In the distribution of the 5000 t scores, the relative location of the real t score generates the p value for the subtracted coherence values.” 

“In addition, low-pass and high-pass filtering are also usually used in fNIRS data preprocessing to remove physiological noise. Although this method is effective, it may destroy the task effect when the physiological noise and task effect occur in similar frequency bands42.”

“It would help to clarify the interpretation of IBS by performing null hypothesis testing with permutation, in which coherence values are either computed for the real dyads but randomly pairing trials or for fake dyads by randomly pairing participants within one condition/group or between conditions/groups16.”


3. Figure 1: Please insert a single space between the numeral and the unit (e.g., “24 s” instead of “24s”).
Response: Done as suggested. Please see the revised figure as follows:
[image: ]


4. Please ensure that the highlighted steps are filmable and form a cohesive narrative with a logical flow from one highlighted step to the next. 
Response: We have checked the steps. 
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