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C Protein abundance table for each cluster

Select the Cluster You'd Like to Display
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tein.Accession. $ GN § Protein.Description B h# ProB_th§ ProB_th# ProB_4h% ProB_sh3 Prol ProB_16h%
. Protein 9030617003Rik OS=Mus musculus
1 tr[EGQMKQ|EQQMK9_MOUSE  g030617003Rik GN-9030617003Rik PE-1 SV-1 16.38 16.42 16.4 16.4 16.37 16.37 1613 16.09
2 Protein A430078G23Rik OS=Mus musculus
2 trlEgQ7Y4|lE9Q7Y4_MOUSE A430078G23Rik GN-A430078G23RiK PE-4 SV-1 1674 1678 16.62 1679 16.82 1671 1633 16.4
ATP-binding cassette sub-family G member 1
3 splQ64343lABCG1_MOUSE Abcg1 0S-Mus musculus GN-Abcg PE-1 SV-1 16.98 16.84 1698 169 17.09 1711 16.69 16.69
% ABI gene family member 3 0S-Mus musculus
4 splQ8BYZ1|ABI3_MOUSE Abiz GN-Abi3 PE=2 SV-3 17.36 1734 1738 1735 1732 17.38 171 17.06
5 splQ7TPR4IACTNI_.MOUSE  Actm /S\t/p r:a-acurun-: OS:-Mus musculls GN-Actn{ PE=1 2365 2374 2373 2379 2366 2362 2333 2329
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Cluster 1: Abi3 Expression Profile - Cluster 1 Average Expression Profile
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