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Co-Expression Clustering Parameters

PPI Analysis Parameters

Browse. No file selected

Execute Log-2 Transformation of
Expression/Abundance Data?

Yes -

Specify the Name of the Output Folder

example_output_folder

Minimum Cluster Size

10
Minimum kME i
07
Minimurn Cluster Distance i
01

Upload Demo B-Cell Proteomic Data

Advanced Parameters

Maximum Protein Module Size

40

Minimum Protein Module Size i

Select a PPI Database i

2016 Human Composite
BioPlex+Stringd00+Inweb150 ¥




