Figure 3

PA288-1 Per Base Sequence Quality

Quality scores across all bases (Sanger / lllumina 1.9 encoding}

Quiality Score

o 1234567881213 1819 24-25 30-31 36-37 42-43 48-49 54-55 60-61 66-67 72-73 73-79 84-85 90-81 §6-97

Position in read (bp)

PA375-3 Per Base Sequence Quality

Quality scores across all bases {Sanger/ llumina 1.8 encoding)

YBesess

Quality Score

1234567091213 16-1% 24-25 30-31 36-37 42-43 409-48 54-55 60-61 66-67 72-73 78.7% B4-95 50-51 9657

Position in read (bp)

27



