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Figure S1. PSYCHE, standard acquisition parameters.
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Figure S2. PSYCHE, standard acquisition parameters.
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Figure S3. PSYCHE, standard acquisition parameters.
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Figure S4. PSYCHE and SAPPHIRE-PSYCHE, standard processing parameters.
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Figure S5. SAPPHIRE-PSYCHE, standard acquisition parameters.
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Figure S6. SAPPHIRE-PSYCHE, standard acquisition parameters.
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Figure S7. SAPPHIRE-PSYCHE, standard acquisition parameters.
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Figure S8. Representative (A) *H NMR, (B) PSYCHE, and (C) SAPPHIRE-PSYCHE spectra of an
aqueous extract of Cape gooseberries (Bambamarca I)
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Figure S9. Representative (A) 'H NMR, (B) PSYCHE, and (C) SAPPHIRE-PSYCHE spectra of Vanilla
pompona extracts.
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Figure S10. Representative (A) *H NMR, (B) PSYCHE, and (C) SAPPHIRE-PSYCHE spectra of Vanilla
planifolia extracts.
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Figure S11. Representative (A) 'H NMR, (B) PSYCHE, and (C) SAPPHIRE-PSYCHE spectra of an
aqueous extract of potato.
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Figure S12. Expanded noise region (from 7.75 ppm to 9.75 ppm) for different PSYCHE spectra of
Vanilla planifolia extracts using different CHIRP pulse flip angles for the PSYCHE element.



