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Interview Statement Summary
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

REQUIRED Interview Statements:

1.1. Bearach Miwatani-Minter: This protocol helps to understand the spatial and temporal recruitment of DNA damage repair proteins taking into consideration the cell cycle phase [1].

1.1.1. [bookmark: _Hlk68622329][bookmark: _Hlk68620831]INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera Suggested b-roll: 2.2.1

1.2. Bearach Miwatani-Minter: For cell cycle discrimination we use fluorescent protein tagged PCNA as a marker of S-phase, which circumvents artefacts introduced by other cell cycle synchronization methods. This combined with laser based micro-irradiation gives unparalleled spatio-temporal resolution to DNA damage repair protein kinetics [1].

1.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera Suggested b-roll: LAB MEDIA: Figure 3A, emphasize S phase rows

OPTIONAL Interview Statements:

1.3. Bearach Miwatani-Minter: Successful and routine utilization of our protocol builds on basic knowledge of confocal imaging [1].

1.3.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera Suggested b-roll: 3.2.2



CONCLUSION Interview Statements:

7.1 Bearach Miwatani-Minter: It is crucial that the microscope is given ample time to heat up and that culturing conditions are optimal for each experiment to ensure consistent results.  Additionally, it is important to optimize your laser settings with different DNA damage reporters to test for specific DNA lesions [1].

7.1.1 INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera Suggested b-roll: 3.1.1, 3.1.2

7.2 Bearach Miwatani-Minter: Following micro-irradiation, consider validating results with classical biochemical methods such as fractionation, immunoprecipitation or ChIP. These approaches sample a larger cell population, thus providing statistical robustness [1].

7.2.1 INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera
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