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Interview Statement Summary
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

REQUIRED Interview Statements:

1.1. Kurt Weir:  This protocol will enable the use of scRNA-seq for initial phenotyping and, when paired with scATAC-seq, reconstruction of gene regulatory networks [1].

1.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera

1.2. Kurt Weir: The use of MULTI-seq keeps costs low for initial investigation and fixing paired samples for scRNA-seq and scATAC-seq enables time course analysis of gene regulatory networks.

1.1.2. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera

OPTIONAL Interview Statements:

1.3. Patrick Leavey: Investigators can apply this protocol to understand the genetic networks controlling development and disease progression.

1.3.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera





CONCLUSION Interview Statements:

5.1. Patrick Leavey: When attempting this protocol, keep in mind that the two-minute timing of the ethanol evaporation is crucial for sequence retrieval in the subsequent elution steps.
5.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera Suggested B-roll: 2.7.2

5.2. Kurt Weir: Reconstructing gene regulatory networks using paired scRNA-seq and scATAC-seq produces targets for gene overexpression and knockout studies. MULTI-seq can be employed at this stage to identify cell type-specific effects.
5.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera
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