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	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Figure 2. 
	 This figure has been modified from Chou and Shi27
	 This figure has been modified from Chou and Shih27

	2.
	Figure 3.
	This figure has been modified from Chou and Shi27
	This figure has been modified from Chou and Shih27

	3.
	Figure 7.
	This figure has been modified from Chou and Shi27
	This figure has been modified from Chou and Shih27

	4.
	Figure 8. 
	This figure has been modified from Chou and Shi27
	This figure has been modified from Chou and Shih27

	5.
	Page 17/30
	a pair of nucleic-acid input strands TFA and TFB wasused (Figure 8A). 
	a pair of nucleic-acid input strands TFA and TFB was used (Figure 8A). 

	6.
	Abstract
	The scalability and composability of this gene regulatory architecture facilitates design abstraction, standardization, and scaling and hence, rapid prototyping of in vitro genetic devices for applications such as bio-sensing, disease detection, and data storage.
	The composability of this gene regulatory architecture facilitates design abstraction, standardization, and scaling.  These features will enable the rapid prototyping of in vitro genetic devices for applications such as bio-sensing, disease detection, and data storage.

	7.
	2.2
	as well as a kanamycin resistance gene under a

pQE-80L backbone (Figure 4).25
	as well as a kanamycin resistance gene under a

pQE-80L backbone (Figure 4)25.
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