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	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Introduction
	“Data collection at the same temperature allows structure refinement to be performed against both X-ray and neutron data, preventing any potential temperature-induced artefacts such as changes in the visibility and position of waters or the occupancies of residue alternate conformations.27”

	
Period should be after “27”:

“Data collection at the same temperature allows structure refinement to be performed against both X-ray and neutron data, preventing any potential temperature-induced artefacts such as changes in the visibility and position of waters or the occupancies of residues with alternate conformations27.”


	2.
	Introduction
	“Following structure solution, the coordinate and the neutron and/or X-ray diffraction data files can be submitted to the PDB, who will validate and deposit the model, making it available for public acess18,29,30.”

	
Please correct “acess” to “access” - misspelling:

“Following structure solution, the coordinates and the neutron and/or X-ray diffraction data files can be submitted to the PDB, who will validate and deposit the model, making it available for public access18,29,30.”


	3.
	Introduction
	“We illustrate here room temperature and cryo-temperature data collection on NcLPMO9D crystals to determine the NcLPMO9D structure in the resting state and in the activated reduced form, respectively46.”

	
Please make the “Nc” italic:

“We illustrate here room temperature and cryo-temperature data collection on NcLPMO9D crystals to determine the NcLPMO9D structure in the resting state and in the activated reduced form, respectively46.”


	4.
	1.1
	“Measure the size of the crystals using a microscope equipped with normal and polarized light. Select crystals with a minimum volume of ~0.1 mm3. (Supplementary Figure 4)”.
	There are two periods. Period should be at end of sentence, please delete other period: “Measure the size of the crystals using a microscope equipped with normal and polarized light. Select crystals with a minimum volume of ~0.1 mm3 (Supplementary Figure 4).”

	5.
	7.2.2.1
	Open the phenix.refine program under the Refinement tab in Phenix. In the Configure tab input the PDB file which has been processed with ReadySet under the input files box .
	Please capitalize “Input” and remove space before the period after “box”: “Open the phenix.refine program under the Refinement tab in Phenix. In the Configure tab input the PDB file which has been processed with ReadySet under the Input files box.”

	6.
	Results
	“A four hour white-beam test lead to high resolution diffraction suggesting that the crystal was of suitable size and quality for a full dataset to be collected.”
	
Please change “lead” to “led”:

“A four hour white-beam test led to high resolution diffraction suggesting that the crystal was of suitable size and quality for a full dataset to be collected.”

	7.
	Results
	 “Interactive model building was performed in Coot by visually inspecting the density maps to orientate side-chains and water molecules accordingly (Supplementary Figure 22).” 
	 Please make “Supplementary Figure 22” bold: “Interactive model building was performed in Coot by visually inspecting the density maps to orientate side-chains and water molecules accordingly (Supplementary Figure 22).” 

	8.
	Figure 9
	“Figure 9: Neutron SLD FO-FC omit maps. (A): The FO-FC neutron SLD map (green) provides clear information on the H/D orientation of tyrosine residues. The 2FO-FC neutron SLD map is displayed in purple and 2FO-FC electron density map is displayed in blue.”

	Please remove colon: “Figure 9: Neutron SLD FO-FC omit maps. (A) The FO-FC neutron SLD map (green) provides clear information on the H/D orientation of tyrosine residues. The 2FO-FC neutron SLD map is displayed in purple and 2FO-FC electron density map is displayed in blue.”
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