Screenshot Summary:

*The below 1-3 to be recorded among 1 week before the filming date

• 61873_screenshot_0
o 	2.1.2. (Air phase frequency being measured until the sensorgram equilibrated around 3Hz/min; 27,005,711 Hz) 00:00–01:10

• 61873_screenshot_1
o 	2.5.1. (Recorded the reduction in frequency in the air phase frequency being measured; 27,005,569 Hz) 00:00–00:56

	the amount of the small molecule immobilized:
		27,005,711 –　27,005,569 = 142 Hz (4260 pg)

• 61873_screenshot_2
o 	3.3.2. (Frequency being monitored) 00:00–05:08

	Because it takes over 5 min until the frequency equilibrates within 3 hertz/minute, this movie should be edited shorter.

• 61873_screenshot_3
o 	3.4.1. (shot of sensorgram equilibrated around 3Hz/min) 00:00–00:26
o 	3.5.1. (Frequency being monitored) 00:27–10:34

	This movie should be also edited shorter.

• 61873_screenshot_3-2

o 	3.5.1. (The resulting sensorgram) 00:00–00:05

• 61873_screenshot_4
o 	4.1.1. (Unzip MATCH program) 00:00–00:12
o	4.1.2., 4.2.1. (prepare the parent pool, drug-selected peptides, and protein sequences being aligned (.txt) 00:13–00:50
o	4.3.1. (Drag and drop the .txt files in the MATCH folder and execute the program to open the Personal Version of FTN95 and type the command to run the program) 00:51 – 01:40
o 	4.4.1. (part) (Resulting file being exported as a .txt in the MATCH folder) 01:41 – 02:10

• 61873_screenshot_5
o 	4.4.1. (rest) (The .txt file being imported into spread sheet (Excel) and generated scores being plotted) 00:00–00:32

• 61873_screenshot_6
o 	4.4.1. (rest) (Similarity plot between Iri-selected peptides and TcAChE) 00:00–00:05

• 61873_screenshot_7
o 	4.4.1. (rest) (Similarity plot between Iri-selected peptides and rCE) 00:00–00:05

• 61873_screenshot_8
o 	4.4.1. (rest) (Similarity plot between Osel-selected peptides and NA) 00:00–00:05


*The .txt data used in shcreenshot_5-8 were generated from the original RELIC server on a website. Similarity scores of 103 randomly selected peptides from the unscreened parent library (Parent_pool.txt in the Screenshot_4) were subtracted from each score to remove library bias. 

