	
	
	Rank
	CDR3 Sequence 
(amino acid)
	Count
	% Total
	V-gene
	D-gene
	J-gene
	Length (amino acid)

	TCRβ
	Blood
	1
	CAWSGGTEAFF
	1852
	3.37
	TRBV30
	TRBD2
	TRBJ1-1
	33

	
	
	2
	CSAIGGAYEQYF
	1136
	2.07
	TRBV20
	TRBD2
	TRBJ2-7
	36

	
	
	3
	CASSFGPQYNQPQHF
	1073
	1.96
	TRBV28
	TRBD1
	TRBJ1-5
	45

	
	
	4
	CASSLGGGRDYNEQFF
	863
	1.57
	TRBV13
	TRBD2
	TRBJ2-1
	48

	
	
	5
	CASSPGGPYEQYF
	721
	1.31
	TRBV28
	TRBD2
	TRBJ2-7
	39

	
	Intestine
	1
	CSAFDRGNTEAFF
	107
	0.86
	TRBV20
	TRBD1
	TRBJ1-1
	39

	
	
	2
	CATWSQGEAFF
	72
	0.58
	TRBV15
	TRBD1
	TRBJ1-1
	33

	
	
	3
	CSAAGTSGSNEQFF
	68
	0.55
	TRBV29
	TRBD2
	TRBJ2-1
	42

	
	
	4
	CASREEGSGETQYF
	59
	0.47
	TRBV2
	TRBD1
	TRBJ2-5
	42

	
	
	5
	CASSIANGPYYEQYF
	58
	0.47
	TRBV19
	Unknown
	TRBJ2-7
	45

	IGH
	Blood
	1
	CHAIMTTMVLHYW
	8
	0.08
	IGHV3-73
	IGHD3
	IGHJ4
	39

	
	
	2
	CASLRFLEWFSFDYW
	4
	0.08
	IGHV3
	IGHD3
	IGHJ4
	45

	
	
	3
	CGRDFWYAFQW
	4
	0.06
	IGHV3-66
	Unknown
	IGHJ4
	33

	
	
	4
	CAKGSGSLVADYW
	4
	0.08
	IGHV3-23
	IGHD6
	IGHJ4
	39

	
	
	5
	CASGSGWWRYYGMDVW
	3
	0.03
	IGHV4-34
	IGHD6
	IGHJ6
	48

	
	Intestine
	1
	CARASYGSNSRGFYYGVDVW
	1660
	4.36
	IGHV3
	IGHD03
	IGHJ6
	60

	
	
	2
	CEWTGSLHYDYW
	1172
	3.10
	IGHV3-2
	IGHD03
	IGHJ4
	36

	
	
	3
	CARDSKLKWDPPRPQAATCDYW
	1081
	2.84
	IGHV1-18
	IGHD01
	IGHJ4
	66

	
	
	4
	CARDFRGRVTRVNFYGMDVW
	820
	2.15
	IGHV1-46
	Unknown
	IGHJ6
	60

	
	
	5
	CARIQRSYSSGWFFWYFDLW
	671
	1.77
	IGHV2-26
	IGHD06
	IGHJ2
	60
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