Details of Screenshots for 61679

Chronological order of scripts
1) 61679_Screenshot_1_Script_4-1-2
00:00 – 00:28 Script 4.1.2
00:29 – 00:54 Not in Script (‘Saving of selected image as TIFF’)
2) 61679_Screenshot_2_Script_4-2_4-3_4-4
00:00 – 02:07 Script 4.2.1
02:08 Script 4.3.1
02:10 Script 4.3.2
02:11 – 02:40 Script 4.4.1
3) 61679_Screenshot_3_after_Script_4-2_4-3_4-4
Writing and saving of a function for saving the cell coordinates and segmentation parameters for CHT cells
4) 61679_Screenshot_4_after_Script_4-2_4-3_4-4
Writing and saving of a function for saving the cell coordinates and segmentation parameters for wound cells
5) 61679_Screenshot_5_Script_4-5_4-6_part1
Creation of script for analysis of wound cells; including the initialisation of variables, the definition of number of experiments to analyse, a loop to analyse automatically all image (i.e. experiments) and the commands for image reading and transformation to double-precision.
6) 61679_Screenshot_6_Script_4-5_4-6_part2
Definition of number of wound cells and a loop to analyse automatically all wound cells.
7) 61679_Screenshot_7_Script_4-5_4-6_part3
Creation of a binary mask for each wound cell (4.5.1)
8) 61679_Screenshot_8_Script_4-5_4-6_part4
Apply cell segmentation using active contours, get the binary image, eliminate small falsely detected objects, and obtain only the pixel intensities of the analysing cell (4.5.1)
9) 61679_Screenshot_9_Script_4-5_4-6_part5
Add the commands for calculation of cell contrast (4.6.1)
10) 61679_Screenshot_10_Script_4-7_part1
Normalise the contrast values 4.7.1
11) 61679_Screenshot_11_Script_4-7_part2
Append data to a single list for each variable (perhaps the script 4.6.1 should go here)
12) 61679_Screenshot_12_Script_4-9
00:00 – 00:09 Run script 4.8.1
00:10 – 00:16 Values of normalised contrast appear for wound and CHT cells


Notes

Screenshots 3 and 4 are not included in the script. Perhaps it should be written: 
‘Writing of function to include the cell centroids and the segmentation parameters’

Videos 5-9 are part of the same process (4.5 and 4.6 in script). However, I have divided the video into 5 parts as it was difficult to write all this code without making mistakes and without having to correct in live mode. 

Before the videos 5-9, a note should appear saying something like ‘we will define the analysis and segmentation of the cells at the wound’. 
After the video 9, a note should appear saying that ‘the same steps should be repeated for the cells in the CHT’ (by same steps, I mean those at videos 5-9 – script steps 4.5 and 4.6). As we provide the code as supplementary file in this publication, it should be sufficient to show how to analyse the first kind of cells (wound) and state that the same steps should be repeated for the second kind of cells (CHT).

Step 4.1.1 would be difficult to capture as a film (I guess ‘WIDE’ means true filming by camera), as this would require going to the office with the computer.

