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Interview Statement Summary
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

Authors, these headshots will be used for the JoVE Dedicated Author Webpage. Here is one example if you wish to take a look.


REQUIRED Intro:

1.1.	Ali Mortazavi: This protocol outlines bioinformatic steps for investigating the molecular evolution and expression of candidate genes.

1.1.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.

1.2.	Aide Macias-Muñoz: Here, we provide thorough instructions for using multiple programs so that someone with minimal bioinformatics experience could follow this protocol.

1.2.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.

OPTIONAL Intro:

1.3.	Aide Macias-Muñoz: This pipeline can be applied to any organism and any gene family of interest.

1.3.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.

1.4.	Aide Macias-Muñoz: One common issue in bioinformatics is shell scripts failing. When attempting this protocol, make sure to read manuals carefully, check error files, and use the most up-to-date programs if compatible.

1.4.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
Authors: Please note that you will not need an introduction of demonstrator statement because Aide will be introduced with a text overlay.

Conclusion:

7.1.	Aide Macias-Muñoz: Visual inspection of an alignment and tree will confirm whether the candidate genes belong to the family of interest. Genes that are too different in sequence and group outside probably belong to a different gene family. 
  
7.1.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera. Suggested B-roll: Shot that corresponds with 5.1.1 in the text manuscript.

7.2.	Aide Macias-Muñoz: Results from this protocol can be used to identify genes important to organisms, which can then be validated for function in future experiments.

7.2.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.

7.3.	Aide Macias-Muñoz: After exploring Hydra opsin expression, we are now using similar techniques to investigate related genes across species in order to identify differences and similarities in function.

7.3.1.	INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera.
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