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	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Introduction
	This protocol provides tips for avoiding potential pitfalls that can occur while performing the ChIP-qPCR procedure and, also includes several quality control checks that should be performed on the data.
	This protocol provides tips for avoiding potential pitfalls that can occur while performing the ChIP-qPCR procedure and includes quality control checks that should be performed on the data.

	2.
	Discussion
	Among the lysine residues modified by CBP/p300, the most characterized targets are Histone 3 Lysine 18 and 27 (H3K18 and H3K27, respectively)2,3,10,11
	The most characterized CBP/p300 histone targets are Histone 3 Lysine 18 and 27 (H3K18 and H3K27, respectively)2,3,10,11

	3.
	Discussion
	For this protocol, a pan-acetyl antibody can be used for immunoblotting
	A pan-acetyl antibody can be used for probing in this protocol.
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