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Dear Author(s),
This document is for you to list any changes to the online text/PDF of your article.   Please be aware that our policy is to do a single complimentary revision, so it is critical that all participants in this project offer their comments collectively.   In addition, please make sure that your comments are easily interpreted and transparent. 
Have fun!
Protocol Name: A Pathway Association Study Tool for GWAS Analyses of Metabolic Pathway Information
Date: 18 May 2018
Online Text/PDF Protocol
Please use this table to address changes that need to be made to the online text/PDF document. Both the online text and PDF are generated from the HTML template of your article. Since the PDF is generated from the HTML by our conversion software, it may contain formatting errors. For major structural changes or more than 10 spelling or grammatical mistakes, we will require re-upload of the entire document.     
	
	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	1.1
	Step says “At the time of this writing, installing PAST directly from Bioconductor requires R3.6, but PAST can be installed from Github for users with R3.5.”
	Please correct to “At the time of this writing, installing PAST directly from the current Bioconductor release (3.11) requires R4.0. Older versions of PAST can be installed from Bioconductor for R3.6, and PAST can be installed from Github for users with R3.5.”

	2.
	1.2
	Step says “https://rstudio.com/products/rstudio/”
	Please make this a real link, if possible: “https://rstudio.com/products/rstudio/”

	3.
	1.5.3
	Step says “Run library(PAST)”
	Please italicize to match other descriptions of code: “Run library(PAST)”

	4.
	3: NOTE
	Notes says: “Ensure that the effects file contains the following columns: trait, marker name, locus or chromosome, and position on the chromosome.”
	Please add effect to this list: “Ensure that the effects file contains the following columns: trait, marker name, locus or chromosome, and position on the chromosome, and effect.

	5.
	6: NOTE 2
	Note says: “Changing the number of permutations used, increases and decreases the power of the test.”
	Please remove the comma after “used”: “Changing the number of permutations used, increases and decreases the power of the test.

	6.
	7.2
	Step says: “click the Download Results button at the bottom left to download all images and tables individually to a ZIP file that is named with the Analysis title”
	Please un-capitalize Analysis: “click the Download Results button at the bottom left to download all images and tables individually to a ZIP file that is named with the analysis title”

	7.
	Materials List, R
	Comment says: “R 3.6 or greater is required to install from Bioconductor”
	Please change to: “R 4.0 or greater is required to install from Bioconductor 3.11”
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