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Interview Statement Summary
Videographer: Interviewee Headshots are required. Take a headshot for each interviewee.

REQUIRED Interview Statements:

1.1. Adam Thrash: Genome-wide association analysis is a powerful tool for discovering genes associated with a trait but misses many of them. PAST finds more of the genes and better completes the picture [1].

1.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera

1.2. Adam Thrash: PAST takes GWAS outputs and adds pathway information about pathways that cells use to build metabolites and to create phenotypes in an organism. Genes in Tthese pathways are often missed by GWAS alone [1].

1.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera

CONCLUSION Interview Statements:
8.1. Adam Thrash: PAST will run on all data but will only provide good results for high quality data. Sequences must contain few errors. Phenotypic data must be collected under rigorous statistical design [1].

8.1.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera  

8.2. Adam Thrash: With PAST results, genes controlling important points in significant pathways can be identified and eventually manipulated via selection, gene editing, or drug therapy to improve a trait of interest [1].

8.2.1. INTERVIEW: Named talent says the statement above in an interview-style shot, looking slightly off-camera  
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