[bookmark: _rlchfj8lnqqu]Screenshot Summary for JoVE manuscript #61235	
· 61235_screenshot_2.1.2
· Open freeware DICOM viewer and import MR images. 0:00 – 0:16
· Load the DCE sequence in 4D mode. 0:16–0:21

· 61235_screenshot_2.2-.2.3
· 2.2
· Identify proximal right tibia on slice number 4. 0:00–0:05
· Place a ROI within the bone marrow. 0:05–0:20
· Open DCE Tool and select “Relative Enhancement”. 0:20–0:29
· 2.3
· Enter the baseline range from time points 1 to 5. 0:29–0:32
· Export the measurements to “DCEraw.txt”. 0:33–0:43

· 61235_screenshot_2.4-2.5
· 2.4.1
· Open RStudio and load the provided “DCE-Script.R” file. 0:00–0:13
· 2.5.1
· Run the Code. 0:13–0:21
· Select and copy the output. 0:21–0:28
· Open the “ImagingFeatures.xlsx” file and paste the output into the respective columns. 0:28–0:43

· 61235_screenshot_2.6
· 2.6.1
· Place a second ROI within the back muscles. 0:00–0:06
· 2.6.2
· Open DCE Tool and select “Relative Enhancement”. 0:06–0:12
· Enter the baseline range from time points 1 to 5. 0:12–0:15
· Export the measurements to “DCEraw.txt”. 0:15–0:27

· 61235_screenshot_2.7
· 2.7.1
· Use the “DCE-Script.R” file within RStudio and run the code. 0:00–0:09
· Select and copy the output. 0:09–0:16
· Open the “ImagingFeatures.xlsx” file and paste the output into the respective columns. The normalization is performed automatically. 0:16–0:28

· 

· 61235_screenshot_3.1.2-3.4.1
· 3.1.2
· Image(s) being imported TEXT: See text for PET/CT imaging details. 0:00–0:59 - this can be fast-forwarded as a lot of time passes during image loading
· 3.2.1
· General analysis being clicked, then ROI quantification, Create, and Create ROI from template being clicked. 2:10–0:14
· 3.3.1
· ROI being placed, then ROI Target 1 overlay being selected. 2:14–2:40
· 3.4.1
· Shot of mean, minimum, and maximum values. 2:40

· 61235_screenshot_3.5.1

· 3.5.1
· Max value being divided by injected activity and result being multiplied by animal weight. 0:00–0:28

· 61235_screenshot_4
· 4.1.
· Import MR images from day 30 post injection into the freeware DICOM viewer. 0:00–0:14
· Check whether metastases have grown. Here, we see large metastases within the right hind leg. 0:14–0:30
· 4.2.
· Within the “ImagingFeaturex.xlsx” spreadsheet, enter “1” if metastases have developed (which is the case for animal #1), or enter “0” if no metastases are visible. 0:30–0:41
· NOTE: we did not screenshot the procedure of entering “0”. We would kindly ask the video production team to successively unveil the entire spreadsheet lines for the animals 2-28, e.g., by successively fading these lines in (we provided a complete “ImagingFeatures.xlsx” file that offers data for all animals). This will perfectly show that there are animals with and without metastases. The procedure is always the same.

· 61235_screenshot_5
· 5.2.1
· Open the open-source data visualization, machine learning, and data mining toolkit. 0:00–0:03
· Draw the File subroutine into the workspace and double-click it. 0:03–0:09
· Select the spreadsheet. 0:09–0:19
· 5.3.1
· Click the folder icon and select the spreadsheet. 0:09–0:19
· 5.4.1
· Select the “Export” worksheet. 0:19–0:23
· Assign the “target” attribute to the “Tumor” variable, and the “skip” attribute to the “Animal” variable. 0:23–0:34
· 5.5.1
· Draw the Rank subroutine into the workspace. 0:34–0:38
· Connect the “File” and the “Rank” subroutine. 0:38–0:41
· 5.6.1
· Double-click the “Rank” subroutine and select the “Information Gain” algorithm. 0:41–0:50

· 61235_screenshot_6.1-6.3
· 6.1.2
· Within RStudio, open the “TrainModel.R” file. 0:00–0:09
· 6.2.1
· Select the lines 3-6 within the script. 0:09–0:14
· 6.3.1
· Run the selected lines of code. 0:14–0:22

· 61235_screenshot_6.4
· 6.4.1
· Select the lines 8–39. 0:00–0:05
· Run the selected lines. 0:05–0:54

· 61235_screenshot_6.5
· 6.5.1
· Select the lines 41–50. 0:00–0:07
· Run the selected lines. 0:07–0:13
· Inspect the accuracy measures and ROC curve. 0:13–0:16
			
		

