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	Protocol Step
	Comment
	Requested Change (highlight in bold)

	Example
	1.1
	Step says “Centrifuge lysate at 2,000 x g.”
	Please correct to “Centrifuge lysate at 4,000 x g.”

	1.
	Authorship
	Name error, “Bo-Ray Hsu”
	“Po-Jui Hsu”

	2.
	Authorship
	Add author “Zong-Lin Sie” because he helps prepare materials and participates in video filming.
	Chun-Chia Cheng1, Po-Jui Hsu4, Zong-Lin Sie1, Fang-Hsin Chen1,2,3

	3.
	1.5
	No italic:

of hepatocyte growth factor (HGF)
	of hepatocyte growth factor (HGF)

	4.
	2.2
	No italic:

Add 200 μL of lysis buffer containing 2 μL of beta-mercaptoethanol (β-ME). Vortex quickly and let stand for 5 min.
	Add 200 μL of lysis buffer containing 2 μL of beta-mercaptoethanol (β-ME). Vortex quickly and let stand for 5 min.

	5.
	Discussion, second paragraph
	Ensure that the sample has RIN >7, because it increases certainty between mapping reads,

mapping genes, and RPKM.
	Ensure that the sample has RIN >7, because it increases certainty between mapping reads,

mapping genes, and FPKM.
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