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· 1.9. Based on the QC metrics, identify the samples that have DV100 < 40%. Because this degree of degradation is highly likely to not generate useful sequencing data11, it is advisable to avoid processing such samples. If replacements for such samples are available, their quality should be checked to ideally only include samples with DV100 > 50%. 00.02 – 00.32
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· 4.6 (Open the Illumina “Experiment Manager” application. Choose “Create Sample Sheet”, then choose the Sequencer and click “Next”.) 00.00 – 00.09
· 4.8 (At the prompts, scan in the reagent barcode and enter the run Set Up Parameters (e.g., for a single indexed PE cycle run, enter 76-8-76).) 00.12 – 00.56
· 4.7 (Create and upload the sample sheet based on Illumina sequencer criteria (e.g., Illumina Experiment Manager, software guide). 00.57 – 3.56
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· 5.2.2.4 Run multi-QC23 to generate an aggregated report in html format.   00.00 – 00.42
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· [bookmark: _GoBack]5.3.3 Run Principal Components Analysis (PCA) analysis using an R script to determine batch effects and assess a quality map of the given data set25.   00.00 – 00.50

