60806_screenshot_1.1
· 5.1.3 (Make new protocol) 00:00 – 00:06
· 5.1.4 (Name protocol and create study) 00:07 – 00:16
60806_screenshot_1.2
· 5.1.6 and 5.1.7 (edit MSI exposures) 00:00 – 00:28
60806_screenshot_2
· 5.1.8 (Build Library) 00:00 – 00:18
· 5.1.9 (Save the extracted color to a new/existing library group) 00:19 – 00:30
60806_screenshot_3.1
· 6.1.2 (scan slide and create a task) 00:00 – 00:13
60806_screenshot_3.2
· 6.1.3 (provide slide ID and choose protocol) 00:00 – 00:09
60806_screenshot_3.3
· 6.1.3 (choosing whole slide scan) 00:00 – 00:10
60806_screenshot_3.4
· 6.1.5 (choosing stamps or ROI for MSI scan) 00:00 – 00:12
60806_screenshot_3.5
· 6.1.6 (processing stamps or ROI for MSI scan) 00:00 – 00:07
60806_screenshot_4
· 6.2.1 (choosing whole slide scan) 00:00 – 00:09
· 6.2.2 (choosing library group) 00:10 – 00:17
· 6.2.4 (loading unstained image and selecting autofluorescence on the image) 00:18 – 00:33
· 6.2.5 (assigning marker names to each color/fluor) 00:34 – 00:56
· 6.2.6 (preparing all images) 00:57 – 01:02
60806_screenshot_5
· 7.2 (adding DAPI and CD3 markers to configure nuclei and cytoplasmic compartments respectively in order to train the automated cell segmenter) 00:00 – 00:25
· (choosing Pathology View for CD3 to adjust nuclei segmentation) 00:26 – 00:51
· (segmenting image) 00:52 – 01:05
· (advancing to cell phenotyping; adding ‘CD3’ and ‘Other’ category and choosing at least 5 bright spots for each category) 01:06 – 02:06
· (training machine learning software to identify categories based on the 5 spots chosen) 02:07 – 02:24
· [bookmark: _GoBack](phenotyping image) 02:25 – 02:30



