Response to Editor


The authors would first like to thank the Editor for their comments and propose the following changes to rectify each. 
Editorial comments:
1. Roughly 3.5 pages are highlighted for filming; please reduce to 2.75 pages or less (including headers and spacing).
[bookmark: _GoBack]Highlighted section has been reduced as requested unhiglighting steps 4.1 – 4.17
2. Results, Table 1, Figure 6: What exactly do ‘collision energy’ and ‘normalized collision energy’ mean here?
Normalised collision energy is the energy used by the mass spectrometer to fragment precursor peptide ions to product ions. We have also corrected Figure 6 to indicate normalized collision energy’
3. Table 1 was not included in the current submission.
Included in this submission
4. Figure 3: What do the error bars represent (e.g., SEM)?
Error bars indicate the standard deviation of the transitions and such is now noted in the figure legend.
Figure 3: Comparison of K48 chain under MG-132 treatment for a mouse cell line B16 and two human cell lines A459 and HELA. In A459 increasing concentrations of MG-132 leads to stabilization of K48 chains. With B16 and HELA cells an increase is seen under treatment with either 10 mM or 100 mM. The decrease observed from 10 mM to 100 mM can be explained by the increased sensitivity of B16 and HELA cells to MG-132 leading to cell death. Error bars show the standard deviation of the transitions.
5. Figure 6: What do the different colors represent here? Additionally, the lettering looks a little low-resolution.
See updated legend to correct this omission
Figure 6: Observed peak area for K63 and M1 over a series of normalized collision energies. The different colors represent the ion intensity contributed by each transition.


