Dear editor, 

We are pleased to present our manuscript for “Antibiotic dereplication using the Antibiotic Resistance Platform”. 

Our paper describes the need for a more comprehensive method for dereplicating natural product antibiotics derived from Actinobacteria and other microbes that does not require the use of expensive analytical equipment or sophisticated data interpretation. To provide a solution to this problem, we introduce the Antibiotic Resistance Platform (ARP) and Minimal Antibiotic Resistance Platform (MARP). These platforms utilize a library of isogenic Escherichia coli strains expressing individual resistance genes that are effective against the most commonly re-discovered antibiotics. When this library is grown in the presence of an antibiotic-producing organism, the identity of the compound can be deduced by the growth of the E. coli indicator strain expressing the associated resistance gene. Our E. coli library is currently comprised of over >90 resistance genes that confer resistance to 18 antibiotic classes. 

[bookmark: _GoBack]We believe that the Journal of Visualized Experiments (JoVE) is the most appropriate journal for us to submit this manuscript to because interest for the ARP and/or MARP library has been expressed worldwide, and in response it is important to provide users with a detailed protocol. Although this dereplication method does not require extensive equipment or data interpretation, there are a number of techniques that are important to be followed in order for the method to be carried out successfully. With the help of the detailed instruction videos prepared by JoVE, our protocol can be appropriately demonstrated and distributed to those interested.

Sincerely, 

Haley L. Zubyk

Georgina Cox

Gerard D. Wright

