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GO Biological Process Terms
Negative regulation of APP catabolic process
Regulation of amyloid-beta formation
Regulation of APP catabolic process

Negative regulation of amyloid-beta formation

Regulation of amyloid-beta clearance
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KEGG Terms

Staphylococcus aureus infection 5/55
Hematopoietic cell lineage 6/96
Asthma 4/30
Leishmaniasis
Allograft rejection 4/37
Antigen processing and presentation
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Type | diabetes mellitus 4/43
Intestinal immune network for IgA production 4/47
Autoimmune thyroid disease 4/52
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Reactome Terms

Translocation of ZAP-70 to immunological synapse 5/19

Phosphorylation of CD3 and TCR zeta chains 5/22

PD-1 signaling 5/23
Generation of second messenger molecules 5/33
Downstream TCR signaling 6/98

Costimulation by the CD28 family 5/69

TCR signaling (JARE]

o
-

2 3
-log,, (FDR)

S

N
[



